COMPILED BY JOE 


12mn model, 645, 647-648 

12S [mitochondrial small subunit] rRNA, 19, 123-124, 142, 153, 244, 
246, 248, 348, 350, 400, 402, 407-410, 412-413, 435, 437-443, 
451-453, 462, 469, 535, 571, 578-579, 655, 754, 760, 769, 950 


16S [prokaryotic small subunit] rRNA, 486, 488-489, 492, 494 


16S [mitochondrial large subunit] rRNA, 19, 95-100, 102-106, 108-110, 
142, 153, 244, 246, 248, 448-453, 462, 465, 469, 506, 554-555, 557, 


569-570, 655, 714-715, 717-719, 721-723, 725, 727, 754, 760, 950 
18S [nuclear small subunit] rRNA, 244, 246, 248-249, 252, 264, 33 
338-339, 450, 496, 506-514, 769, 950 
28S [nuclear large subunit] rRNA, 49, 51, 61, 195, 244, 246, 248, 289, 


402, 475, 509-510, 712, 769, 771-772, 950 


Ababneh, Faisal, see Jermiin, Lars S., 638-643 
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Abroscel s, ae ID/ 
ancholaris, 569 
Abrotanella, 225, 233, 870 
Acachnida, 225 
Acacia, 50 
Acanthaceae, 502 
Acanthocephala, 665 
Acanthod bellidans, 665 
\canthomorpha, 822-834 
Acanthopanax, 499-500 
friedrichii, 500 
gigantocarpus, 500 
mansfeldensis, 500 
obliquocostatus, 500 
Acanthostega gunnari, 619 
Acari, 988 
Accepting partnership by submission? Morphological phylogenetics 
ina molecular millennium, Ronald A. Jenner, 333-341 
Acer, 50 
Acheloma cumminsi, 619 
Achillides, 194, 207, 210 
Acleistorhinus, 817 
pterioticus, 620 
Acomyinae, 478 
Acomys, 478, 533, 535, 547 
1 aye 


ignites, 55 
Aconitum, 177 
Acontias meleagris, 757 
Acontinae, 746, 754 
Acraea encedon, 366 
Acraeinae, 363 
Acraeini, 363, 366, 370 
Acrodonta, 225, 736, 740, 744, 7 
Acrodont lizards, 233, 239 
Aconophora compressa, 404 

laminate, 405 

marginata, 405 

mexicana, 404 


AND TONYA MADIA 


nsp., 404 

robusta, 405 
Aconophorini, 402-405, 413, 417-418 
Acrothoracica, 244, 246, 256, 262-263 
Actinidiaceae, 499 
Actinidia, 500 

x bohrii, 496 

Actinote pellenea, 366 
Acutalini, 404 
Acutalis sp., 404 
Acyrthosiphon pisum, 105 


Actinocaly 


Adamanterpeton ohioensis, 619 
Adams 
consensus, 515 
consensus tree, 5—7 
Adansonia, 226 
Adaptive radiation, 533-553, 758-766, 933-948 
Additive metric, 327-332 
Adeliini, 224, 233 
Adelogyrinus simorhynchus, 619 
Adelpha syma, 365 
Adenocarpus, 124 
Adenolisianthus, 836 
Adenosperma, 130 
adenosperma, 130 
ochrochlora, 130 
semivestita, 130 
Adercosaurus, 465 
Adh, 491, 914, 929 
Adina pilulifera, 189 
rebella, 189 
Adinandra, 500 
Adinauclea, 178, 188 
fagifolia, 177, 179-182, 184, 188-191 
Adkins, Ronald M., see Steppan, Scott J., 53 


act 


Adult characters, 363, 375 


3-553 
a-enolase, 142 153 
Aegintha temporalis, 152 
Aegla, 767-780 
abtao, 779 
affinis, 779 
alacalufi, 779 
araucaniensis, 779 
bahamondei, 779 
camargoi, 779 
castro, 779 
cavernicola, 779 
cholchol, 767, 774-775, 779 
concepcionensis, 768 
denticulata denticulata, 779 
denticulata lacustris, 779 
expansa, 768 


1009 





1010 SYSTEMATIC BIOLOGY 


African mice, 547 
\frocricetodontinae, 
Agalba, 224 
Agamidae, 225, 736-7 
Agaonidae, 128-139 
Agaoninae, 128-129 
Agaoninae wasps, 128 
Agapostemon, 310 
leunculus, 313 
tyleri, 313 
virescens, 311 
Agapostemonoides, 31( 
laius phoeniceus, 119 
geroniini, 366 
k strodon 
strat 
gnetina, 506 
gonum cyanope, 977 
xtimum, 977 
parextimum, 
texanum, 977 
graulis vanillae mac 
griotes lineatus, 555 
grodiaetus, 278-298 
actis, 279, 296 
idmetus, 279, 288-289, 296 
etus anatoliensis, 296 
admetus ssp., 296 
agriades, 280, 297 
ainsae, 297 
alcestis, 288, 291, 296 
altivagans, 289, 296 
altivagans ssp., 296 
antheraea pernyi, 291 
antheraea roylei, 291 
antidolus, 285, 297 
irasbarani neglectus, 296 
87, 297 


aricia agestis, 280, 
aserbeidschanus, 289, 297 

baytopi, 296 

bilgini, 296 

carmon, 279, 296 

carmon carmon, 296 

carmon munzuricus, 296 

ciscaucasicus, 296 

cyaneus, 296 

cyaniris semiargus bellis, 280, 297 
cyaniris semiargus semiargus, 286, 297 
dagmara, 280 

damoc les, 289 

damocles damocles, 297 


damocles kanduli, 297 


l 
I 


damocles krymaeus, 297 


damocles rossicus, 297 
damon, 279, 285, 288, 296 
damon kotshubeji, 296 
damon ssp., 296 
Aetalionidae 2 damone, 279-280, 297 
Aetalioninae, 4 damone altaicus, 297 
Aetalionini, 404 damone damone, 297 


\ethomys namaquer damone irinae, 297 
African finches dantchenkoi, 296 
firefinch, 141 darius, 296 


turtle doves, 94 deedi, 288 
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demavendi, 289, 291, 296 
dolus, 279, 288-289, 297 
dolus vittatus, 290, 297 
elbursicus, 289 
zapvadi, 297 


elbursicus 
erebia, 291 
eriwanensis eriwanensis, 296 
ertwanensis interjectus, 280, 288, 291 
erschoffii, 280, 282, 288, 297 
eumedonia persephatta, 282, 286, 297 
fabressei, 296 
firdussii, 296 
fulgens, 297 
glaucias, 282, 288, 297 
haigi, 296 
hopfferi, 297 
huberti, 289, 296 
huberti huberti, 296 
huberti ssp., 296 
iphigenia araratensis, 296 
iphigenia iphigenia, 296 
iphigenides, 297 
iphigenides ssp., 297 
juldusus kasachstanus, 297 
karatavicus, 297 
kendevani, 296 
kurdistanicus, 285, 297 
lycaeides, 280 
lycaeides argyrognomon, 285-286, 297 
lycaeides idas anna, 297 
menalcas menalcas, 297 
merhaba, 296 
minshelkensis, 282, 286, 2 
mithridates, 288, 297 
ninae, 289, 297 
ninae firuze, 297 
ninae ssp., 297 
phyllides, 296 
phyllides kentauensis, 296 
phyllides ssp., 296 
phyllis, 290, 297 
prlerceae 296 
pljushtchi, 297 
poseidon, 279-280, 288, 297 
posthumus biruni, 290, 297 
putnami, 297 
pseudac tis, 296 
ripartii, 288, 291, 296 
ripartii budashkini, 296 
ripartii colemani, 296 
ripartii paralcestis, 296 
ripartii ripartii, 296 
ripartii sarkani, 296 
rovshani, 297 

surakovi surakovi, 296, 297, 298 

surakovi sekercioglui, 296 

tankeri, 297 

transcaspicus, 279-280, 297 

turcicolus, 289, 297 

turcicolus ssp., 297 

turcicus, 290, 296 

vanensis, 297 

vanensis sheljuzhkoi, 297 
Agropyron, 25 
Agrostemma githago, 916, 918, 920, 925, 928-929 


Jidemosyne modesta, 152 
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Aizoidium, 862, 868 


integra, 875 
Akaike Information Criterion (AIC), 48-49, 65, 180, 275, 283, 387, 436, 
438, 463, 485, 492, 537, 644-653, 715, 723, 793-808, 844, 949, 
952-953, 955 
weights, 798, 800-801, 803 
Akondon boliviensis, 552-553 
Akodontini, 547 
Albian 
late-, 496 
Alcephalus, 478 
Alexanor, 194-195, 200, 203-204, 209-210, 212 
Alignment, 506-514 
Alchisme apicalis, 405 
grossa, 405 
sp., 405 
virescens, 405 
Alexandrium, 585-587 
catenella, 593 
spp., 586 
tamarense, 585, 593 
Aligned 185 and insect phylogeny, Karl M. Kjer, 506-514 
Allactaga, 538 
sibirica, 552 
Allele, 928 
Alleles, 11, 35, 177, 184-185, 450, 557 
Alligator, 343 
mississippiensis, 350, 757 
sinensis, 350 
Allopatry, 726 
Allopolyploidization, 471 
Allopolyploids, 914-915, 931 
Allozyme, 195, 782 
Alocasia, 422-423, 429 
cucullata, 425 
gageana, guttata, 428 
Alopoglossinae, 449, 465 
Alopoglossus, 449, 452-453, 456, 460, 465 
atriventris, 468 
carinicaudatus, 468 
copil, 468 
spp., 452-468 
Alseuosmia, 497 
Alseuosmiaceae, 225 
Amadina, 144 
erythroc ephala, 152 
fasciata, 152 
Amami rabbit, 434 
Amandava, 143-144, 147-149 
amandava, 152 
formosa, 152 
subflava, 152 
Amapasaurus, 465 
Ambrosina, 424, 430 
Amathusiini, 365 
Amathusinae, 363 
Amauris, 210 
niavius, 365 
Amber, 901 
Ambigous characters, 428, 657 
Amblycera, 168, 172 
Amblyceran lice, 168 
Amblyomma sp., 988 
Ambutlacraria, 663 
Amelanchier, 177, 190 


American pika, 434 





695 


695. 698 
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449, 465 

468 
468~169 
Articulata, 663-664 


\rtinskian, 598, 602, 622 


Ay 


Artiodactyla, 674, 677, 679, 681 


nea 973. GRR 7 5 
eat \rvi is, 478, 538 


\ra 
Archaeobalanidat 


somalicus 
1 pteryx, 818 Arvicolidae, 534 
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Arvicolinae, 534 538, 540, 542, 544, 547, 549, 552 sp. 1, 156 
nis, 126 sp. 2 
422-423, 428-429, 431 spinosus 1, 156 
425 spinosus 2, 156 
Autapomorphy, 604, 615 
Autochthonous model, 549 
Autocorrelated gamma, 448-469 
Autopolyploidization, 471 
Autopomorphic characters, 364 
Aves, 68, 70-71, 77, 92, 168-169, 225, 343, 763-764, 818 


Ascomycetes, 892 


Ascomycotina, 22 
\sparagales, 226 Avian malaria, 111-119 
Aspideretes, 702~703, 70 Aylacini Rosaceae, 56, 66 


formosa, 704 Aylax, 56-57 

geticus, 695, 704-705 papaveris, 50 

srum, 695, 704-706 
695, 704-705 B 2, 142, 153, 950 

ins, 695, 704-705 Bachia, 449-450, 452-453, 456, 460, 462, 465, 469 

bresslaui, 468 

Aspideretini, 698 dorbignyi, 468-469, 


Asselian, 622 flavescens, 468 


Aspideretini, 695, 69 05-—/06 


Astacidea 3achini, 465 


Asteraceae, 2, 7, 50, 66, 225, 496, 499, 503, 870 Bacillus, 207, 488-489 

Asterales, 225, 497, 502-503, 835 Bacteria, 94 

\steridae, 384 Bacteriocytes, 95-96 

Asterids, 496-505 Bacterium, 95, 105-106 

1 gibbosa Baeolophus bicolor, 113, 119 

id, 18-24 Bailly, Nicolas, see Dettai, Agnes, 822-834 
Baker, Richard H., see Gatesy, John, 342-355 
Balakrishnan, Christopher N., see Sorenson, Michael D., 140-153 
Balance, 809-814 

1 Balanerpeton woodi, 619 
399 Balanoidea, 244, 247, 251, 255-258, 263 


2 Balanomorpha, 244-254, 247, 253, 255-258, 263-264 


919 925. 929 


Asterin 


Aster 


Balanophoraceae, 384 
Balanus 247, 251, 253, 258, 262 
balanoides, 989 
balanus, 247 
crenatus, 247 
itp8, 142, 153 eburneus, 247 
itpA, 384, 386-387, 389-390, 399 glandula, 247 
1tpB, 385-387, 389-390, 399, 496 nubilus, 247 
\therospermataceae, 226 perforatus, 247 
| 199 Ballarrinae, 225-226 


A tonshan “=e 
eur “ical uid 


‘Bamboo rats, 534 


Autapomorphy, 658 


Bambusoideae, 27 
Bananaquit, 119 


Autarchoglossa, 736 
a-tublin, 633 
Auffray, Jean-Christophe, see Claude, Julien, 933-949 Band-tailed pigeon, 92 
Augochlorella pomoniella, 313 Bangia, atropurpurea, 593 
31] fuscopurpurea, 593 

Augochlorina, 314 Bangiopsis, subsimplex, 593 
Banskia, 1-17 
Baphetes kirkbyi, 619 
Baphetidae, 598, 618 
Barbets, 170 
Bar-breasted firefinch, 141 

indigobird, 141 
Barbotinia, 56-57 

oraniensis, 50 
Bark beetles, 711-712 
Barker, Daniel, see Pagel. Mark, 673-684 
Barnacles, 244-245, 264, 989 
Inu burrowing, 244 
opterus, evolution, 249 

156 thoracician, 244 
us, 154, 156, 158-159 Baronia brevicornis, 197-198 

Barraclough, Timothy G., see Pons, Joan, 554-570 
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Bartonia, 836 
Bashkirian, 622 
Basiliscus plumifrons, 757 
Batagur baska, 948 
Bataguridae, 938, 944-945 
152 
Batomys, , 540, 544, 546, 548-549 
granti, 
Batrachiderpeton reticulatum, 619 
Batropetes truncates, 620 
Bayesian, 
analysis, 47-67, 96-97, 142, 180-181, 188, 248, 253, 265-268, 271, 
274-275, 283-284, 357, 384-399, 400-421, 422, 427-428, 439-440, 
, 448-469, 488, 492, 508-509, 537, 556, 644-656, 697, 700, 703, 
22, 727, 730, 738, 740, 746, 749, 754, 771-772, 785, 860, 
, 864, 877-878, 880-881, 905-908, 910-911, 981-983 
approach, 100, 103, 252, 309-326, 427, 431, 444, 487, 494, 659, 669, 
674, 678, 683, 793, 796-797, 800, 803-804, 886, 904-905, 911-912, 
978-979, 987 
consensus, 747 
divergence, 314 
divergence time estimation, 422-432 
estimation, 180, 189, 429, 440, 673, 678, 781, 793, 795, 904-913 
factors, 47-67, 574-575, 578, 580, 793-808 
framework, 245, 464, 485, 490, 715, 813, 860, 912 
hypothesis, 781, 786, 789 
inference, 49, 142, 193, 386-387, 390-391, 395-396, 436, 439-440, 
448, 571-581, 768, 856, 862, 864, 879, 911 
inference tree, 285-286, 289, 508 
information criteria (BIC), 48-49, 65, 275, 427, 463, 644-656, 793-808 
model, 49, 61, 65, 882, 906, 911 
parsimony, 180 
phylogenetics, 245, 249, 275, 877-888 
phylogeny, 97 
posterior probability, 159, 319, 322, 386, 449, 540, 769, 785, 788-789, 
795, 797, 801, 809, 860, 904-913, 918, 955, 986 
search, 99 
support, 670, 740, 747 
theorem, 675 
trees, 158, 182-183, 189, 412, 417, 561, 564, 980, 982-983, 986 
Bayesian estimation of ancestral character states on phylogenies, 
Mark Pagel, Andrew Meade, and Daniel Barker, 673-684 
Bayesian phylogenetic analysis of combined data, Johan A. A. 
Nylander, Fredrik Ronquist, John P. Huelsenbeck, 
and José Luis Nieves—Aldrey, 47-67 
B-chromosomes, 470, 475, 480 
BDNF, 343 
Beamys hindei, 552-553 
Beard worms, 664 
Beckettia, 500 
Bees, 309, 311, 314, 322-323 
halictid, 309, 314, 323-324 
long-tongued, 309 
short-tongued, 309 
Bee-eaters, 170 
Beetles, 221, 554, 760 
bark, 711-712 
carabid, 207, 356, 798, 801, 803, 972 
crypturgine, 711, 730 
flightless, 731 
ground, 793 
Macaronesian, 711 
tiger, 554, 566 
Behavioral characters, 822 
Behen, 920 
Belk, Mark C., see Johnson, Jerald B, 841-856 
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Bell, Diana, see Matthee, Conrad A., 433-447 
Bematistes aganice, 366 
Berger-Wolf, Tanya Y., Bioconsensus (rev.), 515-516 
Bermingham, Eldredge, see Ricklefs, Robert E., 111-119 
Berndtia purpurea, 249 
Bernoulli variables, 39 
Best-fit model, 448, 451-452, 458, 463, 797, 801-802, 804-805, 812, 860 
Betulaceae, 207, 210 
Betv1, 914 
f-fibrinogen, 693 
Bia actorion, 365, 372, 374 
Biarum, 422-423, 428, 431 
davisii, 425 
tenuifolium, 425 


Biasing effect of compositional heterogeneity on phylogenetic 


estimates may be underestimated, Lars S. Jermiin, Simon Y. W. 
Ho, Faisal Ababneh, John Robinson, and Anthony W. D. 
Larkum, 638-643 
Biblidinae, 363, 365, 370, 374-375 
Biblidini, 365, 367, 374 
Biblis hyperia, 365 
Bifurcating 
cladograms, 990 
tree (see also binary tree), 644, 686, 
Biinae, 363, 370, 372, 375 
Biini, 365, 367 
Bilinga, 178 
Binary 
566, 892-894, 901, 995 
tree (see also bifurcating tree), 301, 624-625, 994 
Bininda-Emonds, Olaf R. P., Trees versus characters and the 
supertree /supermatrix “paradox,” 356-369 
Bioconsensus, 515-516 
Bioconsensus, Tanya Y. Berger-Wolf (rev.), 515-516 
Biogeography, 22, 91, 120, 126, 237, 240, 309-326, 422-432, 440, 547, 
704, 711-734, 767-780, 781, 835, 837, 856-876, 968-977 
historical, 193, 216-243 
vicariance, 208 
Biogeography explains cophylogenetic patterns in toucan chewing 
lice, Jason D. Weckstein, 154-164 
Biogeography of the Pistia clade (Araceae): based on chloroplast and 
mitochondrial DNA sequences and Bayesian divergence time 
inference, Susanne S. Renner and Li-Bing Zhang, 422-432 
Biorhiza, 56 
pallida, 50 
Bipedidae, 746, 


753 
Bipes biporus, 757 
Birds, 71-72, 111, 140, 165, 170-171 343, 656, 666-667, 744, 750, 
758, 760, 762, 764, 815, 818 
hole-nesting, 154 161 
Birdwing butterflies, 211 
Bishop, Phil, Amphibians and reptiles of Costa Rica: a Herpetofauna 
between two continents, between two seas (rev.), 90-91 
Bison, 48 
Biturritiinae, 404 
Biturritiini, 404 
Black-and-white warbler, 119 
Black-bellied firefinch, 141 
Black-capped chickadee, 119 
Black-faced firefinch, 141 
firefinch indigobird, 141 
grassquit, 119 
waxbill, 141 
Blackpoll warbler, 119 
Black-rumped waxbill, 141 
Black-tailed jackrabbit, 434 
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Black-whiskered vireo, 119 597-598, 600-601, 603-604, 614, 616, 640, 674-675, 677-678, 715, 
lastophaga (V.), 130 717, 727, 730, 738, 761, 772, 784, 794, 799, 811, 864, 877, 880, 886, 
nalayan, 130 888, 907, 918, 930, 980, 990 
Blind mole rates, 534 estimates, 274 
tree mouse, 535 Branch support (see also bootstrap, decay), 408 
95-111 Branch-swapping, 395, 412, 440 
Blood-drinking finc ) NNI, 181, 395, 408 
Blue-billed firefinch, 141 SPR, 395, 408 
Blue-headed vireo, 119 TBR, 52, 97 123, 157 7, 229, 248, 282-283, 301-302, 366-367 
Body lice, 92-94 388, 408, 426, 436, 451, 536, 556, 584, 696, 771, 784, 801, 844, 
tle, 934 860-861, 892, 918, 951-952, 975 
402-40 12 5 7 Brachylagus, 433, 438-440, 444 
405 dahoensis, 434, 444 


sp., 405 Brachytarsomys a 


Bolbonotini 2-41 | Brachyura, 77 
todes ? Brasiella, 555, 557 
Bombacaceae, 22 argentata, 569 
196, 282 hemichrysea, 55 
399 Brassolinae, 363, 3 
Bond-Buckup, Georgina Pérez-Losada, Marcos, 767-780 Brassolini, 365 
Bonferroni correction, 28, 85-87, 499, 542, 717, 725, 744 Brassolis sophorat 
Booby, brown, 154 BRCA1, 533, 535-538, 540, 542, 544-546, 
Bremer 
decay index, 904 
444, 449, 496-497, 499, 538, 540 partitioned, 400, 408, 410, 417, 561, 566-567 


745, 800, 862, 905 support (see also decay), 282-283, 315, 319, 321-322, 


249, 315, 387, 427, 584-585, 588, 590, 592, 408, 410, 566, 698, 715, 717-718 


657 1, 784, 801, 905, 911, 918, 925, 929 Bremer, Brigitta, see Bremer, Kare, 496-505 
maximum likehood, 97, 906 Bremer, Birgitta, see Razafimandimbison, Sylvain G., 177-192 


maximum parsimony, 918-920, 925, 928, 930 Bremer, Kare, Else Marie Friis, and Brigitta Bremer, Molecular 
method, 525, 911 phylogenetic dating of asterid flowering plants shows early 
nonparametric, 366, 386, 408, 427, 696, 771, 784, 887, 904-905, 909, Cretaceous diversification, 496-505 

Breonadia salicina, 179 


parametric, 275, 384—399, 700, 7 Y, 788, Breonia chinensis, 189 


percentages, 546 decaryana, 178-179 

proportions, 312 774, 905-906 Breoniinae, 182-183, 188 

pseudoreplicates, 2 | Broad-tailed paradise whydah, 141 

249, 394, 436, 715, 771, 8 Brock, Chad D., see Degnan, Patrick H., 95-110 


42-44, 103 Bromham, Lindell and Megan Woolfit, Explosive radiations and the 


43-44, 84, 124, 130, 200, 204, 253, } reliability of molecular clocks: island endemic radiations 
417, 436, 438, 449, 452, 463, 5 ‘ as a test case, 758-766 
604, 657-658, 698, 700, 702, 707, 715, 3 4 romus, 25 
tectorum, 26 
, 410, 427-428, 438 Bronze manikin, 141 
992 Brood parasitism, 140-153 
5 


l@il, 424 


Boraginaceae, 3 Brookesia th 


j 


Boreidae, 509 Brown booby, 154 
’ B 


rown, Keith S., Jr., see Freitas, André Victor Lucci, 363-383 
Brownian motion, 614-615 
1 : parameter, 427 
Boucerini, 404 rate parameter, 437 
Bovidae, 434 ‘ Brown firefinch, 141 
Brachiopods, 663, 980, 989, 1002 thrasher, 119 
Brachiosaurs, 598 twinspot, 141 
404 Brueelia, 167, 170-171 
Bryocarpum, 857, 869 
Q 620 Bryophytes, 790 
Brachylepadomorpha, 244, 246 Bryozoans, 663 
Brachystelechids, 603-604 §-tubulin, 633 
f t fritschi, 620 Bubalornis albirostris, 153 
Sean G., see Danforth, Bryan N., 309-326 Bubalus, 478 
ind bound search, 84, 426, 968, 971 Buchnera, 96, 100, 104—106, 108, 110 
Branchiobdellidans, 665 Buckley, Thomas R., see Posada, David, 793-808 
length, 39-40, 105, 123-124, 132, 136, 143, 148, 189, 193, 249, Buffalo, 679 
252, 266, 269, 367, 388, 395, 409, 413, 423, 427, 431, 486-487, 490, Bulimulidae, 225-226 


497, 516, 521, 540, 544, 546, 549, 554, 556, 564, 576, 592, 594, Bullfinch, 117 
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lesser Antillean, 119 
Puerto Rican, 119 
Bunolagus, 433, 438, 440, 444-445 
monticularis, 434, 444 
Bunyoro rabbit, 434 
Burleigh, J. Gordon, see Eulenstein, Oliver, 299-308 
Burrowing barnacles, 244 
Burttdavya nyassica, 179 
Bush, Sarah E., see Clayton, Dale H., 165-173 
Butterflies, 198, 208, 278-279, 310, 363-364, 731 
birdwing, 211 
lycaenid, 278 
swallowtail, 193-215 
8 


Buttonbush, 17. 


Byrsopteryx gomezi, 989 


Cabdiosoma messelense, 423 
Cacopsylla, 124 
Caddisflies, 5( 16, 989 
Caeasauria, 598 
Caecilians, 90, 815 
Caenogastropod, 
Caenohalictini, 310, 314 
aenohalictus, 310 

sp. 2, 31 
sp. 3, 313 

1erois Chorinaeus, 365 
aesalpinioideae, 124 
‘aiman, 343 
crocodilus, 350 
latirostris, 350 
aladieae, 423, 429 
aladiosoma 

messelense , 428 
aladium, 423, 426 
bicolor, 425 
alantica, 262 
villosa, 247 
alibration, 5 
alibration point, 244 


eee . ae 
aligo beltrao, 365 


a 
4 


S m2 
DDS 


-alinaga Buddha, 364, 365 


ga 
alinaga buddha formosana 
‘alinaginae, 363, 365, 367, 37) 
‘allagur borneoensis, 948 
‘allicore hydaspes, 364, 366 
sorana, 365 
allicorini, 366 
‘alloconophora caliginosa, 405 
sp., 404-405 
‘alloideae, 423 
-allytron, 555 
malabaricum, 569 
‘alochroa, 555, 557-558, 564, 567 
fabriciana, 569 
alomyscidae, 547 
alomyscinae, 534, 540, 546, 552 
‘alomyscus, 533, 542 
te ] 


sp., 55 


Calomys lepidus, 552-5 
Calotes 
calotes, 737, 757 
versicolor, 737, 757 
Calumna brevicornis, 757 


Calyceraceae, 502 
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Calyptocerus, 224 
Calyptommatus, 465 
leiolepis, 468 
nicterus, 468 
sine brachiatus, 468 
-alyptraeid explosion, 758-766 
‘ambrian, 
early-, 258 
mid-, 250 
‘ameroon indigobird, 141 
ampanian, 496, 500 
ampanulids, 496-497, 502 
‘amponotus, 95-110 
americanus, 98, 105 
castaneus, 96, 105 
chromaiodes, 98 
festinates, 98, 100, 108 
floridanus, 96-98, 103 
laevigatus, 98 
myrmaphaenus, 98 
myrmentoma, 98, 105 
myrmothrix, 98 
nearcticus, 98, 100 
novaboracensis, 98 
ocreatus, 98 
pennsylvanic us, 96-98, 108 
sansabeanus, 98, 108 
sayl, 98 
schaefferi, 98, 105 
tanaemyrmex, 98, 105 
ulcerosus, 98, 103 
vafer, 98, 100 
vicinus, 98 
‘ampylenchia, 412-413 
latipes, 405 
Sp., 406 


Campylocentrus sp., 404 
Candidate tree, 249 
Canellaceae, 226 
Canellales, 226 
Canidae, 472 
Candidatus, 95 

Cape hare, 434 


Capetus palustris, 619 
Capitulum, 262 
mitella, 247 
Caprifoliaceae, 502 
Caprolagus, 433, 436, 438-440, 444-445 
hispidus, 434, 444 
Captorhinidae, 618 
Captorhinids, 816, 818 
Captorhinus laticeps, 620 
Carabidae, 555, 973, 976-977 
Carabid beetles, 207, 356, 798, 801, 803, 972 
Carabus, 793, 801 
granulatus, 555 
Carboniferous, 510, 619, 816 
early-, 226, 250, 598 
lower-, 598 
upper-, 616 
Carcinoscorpius rotundicauda, 988 
Cardinalidae, 113, 119 
Cardinalis cardinalis, 119 
Cardiocephalus peabodyi, 620 
Cardoso, Anabela, see Pons, Joan, 554-570 
Carettochelidae, 694 
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Carettochelys 
insculpta, 694-695, 705 

Carnivora, 358 

Carnivores, 615 

Carolina wren, 119 

Carstens, Bryan C., Angela L. Stevenson, Jeremiah D. Degenhardt, 
and Jack Sullivan, Testing nested phylogenetic and 
phylogeographic hypotheses in the Plethodon vandykei species 
group, 781-792 

Caryophyllaceae, 871, 914-932 

Casea broilii, 620 

Cassytha, 384 

Castoe, Todd A., Tiffany M. Doan, and Christopher L. Parkinson, 
Data partitions and complex models in Bayesian analysis: 
the phylogeny of Gymnophthalmid lizards, 
448—169 

Caterino, Michael S., see Zakharov, Evgueni V., 193-215 

Catomerus, 257, 262 

polymerus, 247 
Catonephele numilia penthia, 366 
Catonephelini, 366 


264 


Catophragmidae, 257, 
Cauliflower fungus, 891 
cDNA, 311 
Ceblurgus, 319 
Celestus enneagra 
Cenomanian 
early-, 496 
Cenozoic, 218-2 595 
early-, 236 
Centaurium, 836 
Centipedes, 981, 983, 989 
Centrochares sp., 404 
Centrocharesini, 404 
Centrodontinae, 404 
Centrodontini, 404 
Centrotinae, 404 


Centrodontus at 


189 


alicifolius, 179-180 


Cephalanthinae, 182-183, 188, 


Cephalocarida, 989 

Cerastium arcticum, 871 
ligrescens, 871 

Ceratopogonidae, 111 


), 130 


tifer, 130 
hoc gla ndi, 130 


(S.), abnormis, 130 


armipes 130 


kaironkensis, 130 
vissali, 130 
Cercosaura, 465-466 
argulus, 468 
eigenmanni, 468-469 
ocellata, 468 
quadrilineata, 468 
schreibersii albostrigata, 468 
schreibersii schreibersii, 468 
Cercosaurini, 449-450, 452-453, 460, 462, 465 
Ceroplastinae, 223, 233 
Ceroptres, 56-57 
cerri, 50 
clavicornis, 50 
Cerrosaurinae, 449, 452-453, 456, 460, 465 
Cetaceans, 356 
Cetartiodactyla, 434 
Cethosia hypsea, 366 
Cethosiini, 366, 370 
Chaetotaxis, 555, 561, 567 
rugicollis, 557-558, 569 
Chalcides ocellatus, 757 
Chamaecytisus proliferus, 126 
Chamaeleo, jacksonii, 757 
rudis, 757 
Chamaeleonidae, 225, 736-737, 747 
Chameleons, 735 
Chamaejasme, 858, 862, 867-868, 870, 874 
Chamaejasmoidea, 870 
Chamaesipho, 262 
tasmanica, 247 
Characiformes, 225, 233 
Characters, 1-17 
adult, 363, 375 
ambiguous, 428, 657 
analysis, 529-532 
anatomical, 70, 822 
ancestral, 615, 673, 717, 725 
autopomorphic, 364 
behavioral, 822 
binary, 474, 521, 523, 525, 564, 566, 892-894, 901, 995 
chromosomal, 471, 479 
coding, 290, 337-338, 476, 554, 655, 712, 889-903 
continuos, 132 
cytological, 822 
data, 992 
diagnostic, 655, 712 
discrete, 51, 131-132, 902, 989 
DNA, 525 
ecological, 51, 822 
evolution, 52, 193-215, 327, 413, 443, 707, 717, 809, 811, 889, 1004 
gap, 407 
genitalic, 554 
genotypic, 349 
homologous, 474, , 826, 918 
homoplastic, 444 
importance ranking (CIR), 529-532 
informative, 84, 200, 530, 717, 719, 726-727, 730 
karyological, 822, 858 
k-state, 521-528 
larval, 246, 253, 263, 363 
lengths, 978-979 
mapping, 413 
molecular, 70, 337, 364, 658, 706, 721, 822, 901 
morphological, 1, 13, 51, 102, 209-210, 244, 253, 261-262, 336, 
338-340, 349, 375, 380, 382-383, 395, 402, 433, 530, 655-657, 659, 
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706, 711-712, 714, 717, 729, 733-734, 739, 746, 759-760, 822-823, 


832, 858, 945 
multistate, 1, 6, 51, 364, 474, 900-902, 995, 998 
myological, 828 
nonadaptive, 528 
nucleotide, 50 
osteological, 694, 749 
parsimony-informative, 283-285, 289, 452-453, 772, 919 
phenotypic, 290, 349 
phylogenetic, 333, 348, 473, 711, 727, 754, 934, 1002 
physiological, 822 
phytochemical, 867 
plesiomorphic, 522, 695 
pollen, 836-837 
polymorphic, 657 
problematic, 657 
pronotal, 402 
quantitative, 1 
selection, 978-989 
soft-tissue, 749 


state, 1-17, 143, 261, 328, 353, 375, 409, 470, 473, 478-479, 484, 509, 


571-572, 644, 659, 733, 752, 822-823, 826, 828, 830-831, 837, 
889, 891, 894, 901-902 
state homology, 826 
taxonomic, 391 
uninformative, 715 
vegetative, 385 
Charaxes varanes, 365 
Charaxinae, 363, 365, 367, 370-371, 374-375 
Charaxini, 365 
Chelicerata, 980, 982-983, 985, 988 
Cheliderpeton latirostre, 619 
Chelidoptera tenebrosa, 156 
Chelonia mydas, 757 
Chelonians, 818 
Chelonibia, 262 
patula, 247 
Chelonoidis carbonaria, 948 
denticulata, 948 
nigra 
Chelus amboinensis, 948 
fimbriatus, 944 
flavomarginata, 948 
Chen, Duhong, see Eulenstein, Oliver, 299-308 
Chenoprosopus lewisi, 619 
Chersina angulata, 948 
Chestnut-sided warbler, 119 
Chevrotains, 679 
lesser Malay, 
Chewing lice, 154, 158, 666-668 
Chewing lice: world checklist and biological overview, Vincent S. 
Smith (rev.), 666-66 
203-204, 209-210, 212 
clytia, 204 
epyc ides, 204 
Chilicolletes delahozii, 313 
Chilopoda, 981, 989 
Chinemys, 945 
megalocephala, 948 
nigricans, 948 
reevesi, 948 
Chinese hamster, 633, 677 
Chironiinae, 836, 838 
Chirononomidae, 223 
Chiroptera, 478 
Chirostylidae, 769 


Chi-square tests, 409, 563, 739, 744-746 
Chitra, 695, 698, 700, 702-706 
chitra, 695, 704-706 
indica, 695, 704-706 
vandijki, 695, 704-706 
Chitraina, 704-706 
Chitrini, 695, 697-698, 700, 703 
Chloebia gouldiae, 152 
Chloridoideae, 27 
Chloroplast, 6, 392, 760 
DNA, 25-37, 384-399, 422-432, 496-497, 554, 566, 782, 914-915 
genes, 384, 389 
genome, 34, 385, 396 
Chlorospatha, 426 
Chlosyne lacinia saundersi, 366 
Choanates, 619 
Chondrus crispus, 593 
Chor, Benny and Sagi Snir, Molecular clock fork phylogenies: 
closed form analytic maximum likelihood solutions, 
963-968 
Chromatograms, 917 
Chromalveolate hypothesis, 582-593 
Chromosomal data, 470 
Chromosomal character, 471, 479 
Chromosomes, 26 
Chroomonas sp., 593 
Chrotomys, 540 
gonzalesi, 552-553 
Chrysemys bellii, 947 
Chthamaloidea, 244, 247, 251, 253, 255-258, 263-264 
Chthamalus, 262 
bisinuatus, 247 
challengeri, 247 
fragilis, 247 
montagui, 247 
stellatus, 247 
Chthonius tetrachelatus, 982-983, 988 
Cicadas, 240, 407 
Cichlidae, 225, 233 
Cichlid fish, 222 
Cicindela, 554, 558, 561, 567-568 
japana, 569 
japonica, 567, 569 
maroccana, 557, 569 
parowana, 569 
pimeriana, 555, 569 
s.1., 555, 557, 566-568 
s. str., 555, 557, 564, 567 
theatina, 569 
willistoni, 569 
Cicindelidae, 554 
Cicindelidia, 555, 557-558, 561, 564, 567 
dysenterica, 569 
guerrerensis, 555, 569 
ioessa, 558, 569 
mathani, 557, 569 
oaxensis, 569 
politula, 569 
Cicindelini, 555 
Cinchona pubescens, 178-179, 182 
Cinchonoideae, 178 
Cinclocerthia ruficauda, 199 
Cirripedia, 244-264 
Cirripedes, 1002 
Cisurgus, 712, 718, 723 
occidentalis, 712-713, 734 
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Clade-limited colonization in brood parasitic finches (Vidua Spp-), 
Michael D. Sorenson, Christopher N. Balakrishnan, and Robert 

140-153 

Clade stability index (SCR), 530 

Cladidus, 224, 233 

Cladistic, 470, 472 


analysis, 263, 363-365, 471, 529-532 


B. Payne 


" 
663 
information content (CIC), 989-993, 995-997 999 
relationship, 471, 993-994, 999 

taxonomy, 706 

125, 434, 711, 937 


217, 219-220, 223, 227-228, 230 ; 240, 364 


Cladogenesis, 120 
Cladogram 


390, 478 


518. 529. 532. 664-665 
bifurcating, 990 
shape, 529-532 


Classification, 5 


Claude 


33-553 
Julien, Peter Pritchard, Hariyan Tong, Emmanuel Paradis, 
and Jean-Christophe Auffray, Ecological correlates and 
evolutionary divergence in the skull of turtles: a geometric 
morphometric assessment, 933-949 
g 86 | 

Dale H., Sarah I 

73 


of congruence: past meets present, 165-17 


layvton Bush, and Kevin P. Johnson, Ecology 


layton, Dale H 


Johnson, Kevin P., 92-94 


g sp ORO 
549 


Iyer 952~—553 


> 


limbing mice, 5 


+ 
ellata. 665 
locklike evolution, 20, 22 


locklike model, 53 


861-862 

lock model (s 
spiza, 148 
t 141, 152 

s, 448-450, 452-454, 457, 461 

7 746-747, 752, 754, 757 

540, 544-546 


f 169 


molecular clock), 2 


nidarians, 662, 665 
oadaptation, 128 


1s S 


592 


cidae 


coidea, 223 


oding characters 


odon partitions, 412-413 
odons/codon positions, 100, 104-105, 200, 282, 284, 315, 347, 395, 


448, 492, 537, 549, 557, 571, 578, 582-590, 592, 627, 633-634, 
688-689, 696, 703, 715, 740, 744, 746, 754 


odon usage bias, 582 


366-367 


oeini 
ereba flaveola, 119 

C 119 

Coevolution, 38—46, 92, 94, 128 


156 


242 
OS, 


oerebidae 
139, 140-153 
Colaptes auratus 


Coleman, James W. S., see Kandul, Nikolai P., 278-298 


Coleobothrus, 711-712, 7 
allaudi, 714-715, 722 
germeauxi, 714, 731, 734 
luridus, 714 

Coleonyx variegates, 757 

Coleoptera, 95, 223-22 

Collembola, 506, 509 

Colletes inaequalis, 311 
skinneri, 313 

Colletidae, 309, 323 

Colobodactylus, 465 
dalcyanus, 468 
taunayl, 468 

Colobopsis, 95, 108-110 

Colobosaura, 465-466 
mentalis, 468 
modesta, 468 
spn., 468 

Colobosauroides, 465-466 
cearensis, 468-469 

Colobura dirce, 366 

Coloburini, 367 

Colocasia, 422-423, 429 
esculenta, 422 
gigantean, 425 

Colocasieae, 422-424, 428-429 

Colocasioideae, 423 

Colosteus s utellatus, 619 

Columbicola, 92, 167, 169-170, 171 

Columbiformes, 92, 169 

Columelliaceae, 502 

Column sorting: rapid calculation of the phylogenetic likelihood 

function, Sergei L. Kosakovsky Pond and Spencer V. Muse, 
685-692 

ombined data, 47-67, 

333-342, 


2.2 
305 


, 390, 448-469 
analysis, 88, 
analysis tree, 
tree, 84 
ommelinales, 226 
ommon crow, 119 
grackle, 119 
141 
yellowthroat, 119 


waxbill 


omparative 
genomics, 653 
method, 128-139, 673, 684, 889-903 
ompatability analysis, 978-989 
omplex biogeographic patterns in Androsace (Primulaceae) and 
related genera: evidence from phylogenetic analyses of nuclear 
internal transcribed spacer and plastid trnL-I sequences, 
Gerald M. Schneeweiss, Peter Schénswetter, Sylvia Kelso, 
and Harald Niklfeld, 856-877 
omplex data produce better characters, B. K. Kirchoff, S. J. Richter, 
D. L. Remington, and E. Wisniewski, 1-17 
omplex models, 448, 584, 951, 953 
omplexity, 1-17 
Component, 111-119 
Compositional heterogeneity, 485-495, 623-637, 638-643 
Compsopogon coeruleus, 593 
Computer simulation (see Monte Carlo simulation) 
Conananthalictus, 319 
villmattae, 313 
Concatenated gene phylogeny, 582-593 
Concerted evolution, 177-192, 914-932 
Concordant dispersal, 216-243 
Conditional data combination, 81-89 
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Confidence intervals, 785 Cottontail, 444 
Configural processing, 1-17 Appalachian, 434 
Congruence, 81-84, 92, 94, 95, 99, 105, 165, 168, 170, 338, 356-359, 439, eastern, 434 
475, 554-570, 659, 718, 731, 739, 750, 825 desert, 434 
phylogenetic, 120 mountain, 434 
test, 914-932 Cotylanthera, 836 
Congruence versus phylogenetic accuracy: revisiting the Cotyledons, 1-3, 5, 7, 12 


incongruence length difference test, Andrew L. Hipp, Jocelyn Cotylorhynchus romeri, 620 


C. Hall, and Kenneth J. Systma, 81-89 . Cotylosaurs, 598, 604, 608-609 
Coniacian Coutoubea, 836 
early-, 499-500 Covarion evolution, 642 
Conifers, 790 Covariotide evolution, 642 
Conosycea, 130 Cows, 679, 682 
microcarpa, 130 Crab, 769 
pellucidopunctata, 130 freshwater, 767 
Consul fabius, 365 horseshoe, 988 
Consensus spider, 989 
Adams, 5-7, 515 Crandall, Keith A., see Pérez-Losada, Marcos, 244-264, 
majority rule, 5-6, 515, 77 767-780 
Nelson, 515 Crassigyrinus scoticus, 619 
phylogenetic, 516 Credibility interval, 452, 456-457 
semi-strict, 5-6, 515 Crematogaster, 108 
strict, 5,515, 740 borneensis, 108 
trees, 5-6, 56, 181-182, 200, 249, 253, 267, 283-284, 315, 427,516,677, | Crenadactylus ocellatus, 757 
679, 698, 719, 772 Cresseae, 396, 399 
Conservation, 356-359 Cretaceous, 198, 208, 226, 238-239, 309, 319, 321-324, 430-431, 
Conservation units, 841-855 496-505, 595, 613-614 
Consistency index, 6, 181, 188-189, 200, 283, 367, 390, 400, 410, 417, early-, 218, 226, 239-240, 250, 258, 496, 503-504, 776 
428, 453, 479, 510, 529, 531, 717, 719, 733, 846, 919 late-, 218-219, 226, 238-240, 258, 314, 422-423, 430-431, 496, 
Contest between parsimony and likelihood, Elliott Sober, 644-652 499-500, 503, 776-777, 836 
Continuous time Markov model, 675, 680 lower-, 208 
Continuous characters, 132 mid-, 239, 314, 496, 503 
Convergence, 462, 739, 752, 944 upper-, 428 
tests, 670 Cricetidae, 534, 542, 546-547 
Convolvulaceae, 399 Cricetinae, 534-535, 538, 540, 542-543, 546-548, 
Convolvuleae, 384-399 Cricetodontidae, 534 
Convolvulus assyricus, 399 Cricetomyidae, 534 
mauritanicus, 399 Cricetomyinae, 534-535, 538, 540, 542, 
Copemys, 549 Cricetomys, 533 
Cope’s rule, 594-622 gambianus, 55 
Cophylogeny, 140-153 Cricetulus, 634 
Coprosma, 190 griseus, 633 
Coraciiformes, 170 longicaudatus, 677 
Cordylidae, 736-737, 746-747, 749, 757 migratorius, 552-553 
Cordylus Crocodiles, 90, 343, 816 
cordylus, 757 Crocodylia, 338, 342-355 
polyzonus, 757 Crocodylids, 744, 750 
Coris, 856 Crocodyliformes, 343, 350 
monspeliensis, 861 Crocodylus cataphractus, 350 
Cornaceae, 496, 499 porosus, 351, 757 
Cornales, 496, 502-503 rhombifer, 350 
Coronuloidea, 244, 247, 251, 257-258, 263 Cronk, Quentin C. B., see Percy, Diana M., 120-127 
Correlated evolution in fig pollination, George D. Weiblen, 128-139 Crustacea, 246, 256, 509, 767, 769 
Cortusa, 856, 867 Crustaceans, 534, 982-983, 989, 100-1003 
turkestanica, 861 Cryptic species, 841-855 
Cortusoides, 867 Cryptocellus centralis, 988 
Corvidae, 112-113, 119 Cryptocerus, 509 
Corvus brachyrhynchos, 119 Cryptodires, 943 
Corynantheinae, 182-183, 188 Cryptophytes, 583, 587 
Corynura (Cory) patagonica, 313 Cryptops hyalinus, 981, 983, 989 
Corytophanes cristatus, 757 Cryptospiza shelleyi, 152 
Cosmodela, 558, 567 Crypturgine beetles, 711, 730 
duponti, 569 Crypturgini, 712, 718, 725 
Cospeciation, 95-110, 111-119, 120-127, 140-153, 157, 161, 165-173 Crypturgus, 712, 718, 723 
Cotton, James A., see Wilkinson, Mark, 989-1002 borealis, 713, 718, 734 
Cotton rat, 534 hispidulus, 713, 734 
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tenolepisma lineate, 980-981, 983, 986, 989 
tenophores, 662-663 
tenophorus, decresii, 757 
salinarum, 757 
tenotus robustus, 757 
uckoo finch, 140, 142 
ucurbitaceae, 426 
ulex, 111 
ulicoides, 111 
uneife ia 858 
uneifoliae, 869 
unoniaceae, 2 
unonieae, 225, 233 

uora, 944 

urculio glandium, 565 
Curculionidae, 555, 711 

ta, 384-399 
ea, 385-386, 399 
rica, 385-386, 390, 399 
flexa, 385 

uscuteae, 392, 399 

uscutoideae, 392 

utandia, 35 

memphitica, 26, 31 
utleria wilmarthi, 620 
yanidioschyzon merolae, 593 
yanobacterium, 583 
yanophora 
paradoxa, 584, 593 
ybdelis phaesyla, 366 
yclamen, 856, 869 
hederifolium, 861 


yclanorbinae, 693-694, 698, 700, 702-705 
yclanorbini, 695, 698, 700, 704-705 
yclanorbis, 695, 700, 704-705 
ele gans, 695, 704-705 
lensis, 695, 704-705 
Idhami, 948 
1, 948 
us punctatus, 939 
ycloderma, 695, 700, 704-705 
mbryi, 695, 704-705 
ratum, 695, 704-705 
Y lura 654 655, 657 
a, 555, 567 
lebilis, 564, 567, 569 


jlindrophis ruffus 


ymbomorpha sp., 404 


ymbomorphini, 404 
Cynipidae, 47-67 
ynipini, 50-51 
ynomoriaceae, 384 
y peraceae 226 
ul ld } 1s 1au 1, Y3Y 
Cyprinidae, 841 
yrestini, 365, 367, 370 
yrestis thyodamas, 365 
Cyrilla, 497 
Cytinaceae, 384 
Cytisus, 124 
Cytochrome b, 82, 85-87, 111-119, 195, 351, 433, 437-440, 442-443, 509, 
554-555, 569-570, 655, 695-700, 703, 758, 760, 781, 783-784, 786, 
844 950 
Cytochrome oxidase I (COI), 18-20, 22, 49051, 60-61, 97-100, 102-105, 
108-109, 123-124, 128, 156, 158, 167, 193, 195-196, 198-200, 207, 
211, 278-298, 363, 400, 402, 407-410, 412-413, 506, 509, 554-555, 
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569-570, 
769, 950 

Cytochrome oxidase II (COII), 97-100, 102-105, 108, 123-124, 142, 193, 
195-196, 198, 200, 207, 211, 278-298, 400, 402, 407-410, 412-413, 
509, 760, 769, 950 


, 714-715, 717-719, 721-723, 725-727, 729-730, 760, 


Cytochrome oxidase III] (COMI), 554-555, 569-570 
Cytogenetics, 470, 472-473, 480 
studies, 478 
molecular, 472 
Cytogenetics and cladistics, Gauthier Dobigny, Jean-Francois Ducroz, 
Terence J. Robinson, and Vitaly Volobouev, 470-484 
Cytological characters, 822 
Cyttaria, 222, 226, 233 


Cyttariales, 226 


Dacks, Joel B., see Inagaki, Yuji, 582-593 
Daddy longlegs, 988 
Damaliscus, 478 
Damselflies, 510, 760 
Danainae, 210, 363-365, 367, 369-370, 374-375 
Danaini, 365 
Danaus plexippus erippus, 365, 374 
Danforth, Bryan N., Sean G. Brady, Sedonia D. Sipes, and Adam 
Pearson, Single-copy nuclear genes recover Cretaceous-age 
divergences in bees, 309-326 
Danforth, Bryan N., see Lin, Chung-Ping, 400-421 
Danian, 613 
Danio rerio, 989 
Dantchenko, Alexander V., see Kandul, Nikolai P., 278-298 
Danthonia, 226, 233 
Danthonieae, 226 
Danthonioideae, 27, 
Dardanus, 199, 210 
Dark-eyed junco, 119 
Darninae, 404, 417-418 
Darnini, 404 
Darnis, 417 
latior, 404 
partita, 404 
Darwin’s finches, 759-761, 763-764 
Dasyophalma creusa, 365 
Dasypyrum, 25, 33-34 
Data, 653-661 
combinability, 711-734 
decisiveness (DD), 400, 408, 410, 417 
tree, 44,719 
Data partitions and complex models in Bayesian analysis: the 
phylogeny of Gymnophthalmid lizards, Todd A. Castoe, 
Tiffany M. Doan, and Christopher L. Parkinson, 448-469 
Dating, 496-505 
Daubentonia, 84, 87 
madagascariensis, 84 
Dearden, Peter K., Evolutionary developmental biology of crustacea 
(rev.), 1002—1003 
Decapoda, 767, 776 
Decay 
analysis (see also Bremer support), 196 
index, 197, 367, 727, 738 
Deer, hog, 679 
mice, 534 
Degeeriella carruthi, 156 
Degenhardt, Jeremiah D., see Carstens, Bryan C., 781-792 
Degnan, Patrick H., Adam B. Lazarus, Chad D. Brock, and Jennifer J. 
Wernegreen, Host-symbiont stability and fast evolutionary 
rates in an ant-bacterium association: cospeciation of 
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Camponotus species and their Endosymbionts, candidatus 
Blochmannia, 95-110 
DeGusta, David, Method for estimating the relative importance of 
characters in cladistic analyses, 529-532 
Deianira, 836 
Deinococcus, 488-490 
Deirochelys reticularia, 947 
Deletion (see indels) 
Dendrerpeton 
acadianum, 619 
rugosum, 619 
Dendroica coronata, 119 
discolor, 119 
dominica, 119 
magnolia, 119 
pensylvanica, 119 
striata, 119 
Dendromuridae, 534, 546 
Dendromurinae, 534-535, 540, 542-543, 546-547 


Dendropicos fuscescens, 156 
Dennyus, 167-169, 171, 207 


Deropria, 712 
elongate, 714, 718, 734 
Desert cottontail, 434 
fishes, 841 
Dettai, Agnes, Nicolas Bailly, Régine Vignes-Lebbe, and Guillaume 
Lecointre, Metacanthomorpha: essay on a phylogeny-oriented 


database for morphology—the acanthomorph (Teleostei) 
example, 822-834 
Deuterostomes, 664 
Devonian, 595, 613, 619, 622 
lower-, 74, 598 


post-, 598 


upper-, 75, 594 
Diadectes sideropelicus, 620 
Diadectomorphs, 598, 618 
Diaethria clymena, 366 
Diagnostic characters, 655, 712 
Diamesinae, 223 
Diapsids, 816-818 
Diastrophus, 56, 66 

turgidus, 50 
Dibamidae, 735-757 
Dibamid lizards, 736 
Dibamus, 739-740, 744-746 

sp., 757 
Dicamptodon aterrimus, 790 

spp., 790 
Diceratosaurus brevirostris, 620 
Dichondreae, 392-394, 396, 399 
Dicondylia, 506, 510 
Dicranostyleae, 395 
Dicranostyles,ampla, 399 

mildbraediana, 399 
Dicranothrix, 867-870 

adfinis, 875 

cantabrica, 875 

halleri, 875 

hedraeantha, 875 

lacteal, 875 

laggeri, 875 

obtusiflora, 875 


pyrenaica, 875 
rioxana, 875 
Dicrostonyx, 549 
Dictyoptera, 95, 509 
Dicynodontia, 815 
Diervilla, 497 
Dieunomia nevadensis, 313 
triangulifera, 313 
Digitatispora, 892 
Dimetrodon, grandis, 620 
limbatus, 619, 620 
Dinagapostemon, 310 
sp. 1,313 
sp. 2, 313 
Dinetus truncates, 399 
Dinocephalia, 815 
Dinodon, rufozonatum, 757 
semicarinatus, 757 
Dinoflagellates, 582-593 
Dinosaurs, 614 
Dioecious figs, 129, 131-132, 135 
Dione juno juno, 366 
Dionysia, 856, 858 
curviflora, 874 
Diospyros, 861 
kaki, 861 
sandwichensis 
Diplocaulus magnicornis, 620 
Diploceraspis burkei, 620 
Diptera, 155, 220, 223, 226 
Dipterans, 665 
Diospyros, 497 
Diplodactylines, 754 
Diplolepidini, 50 
Diplometopon zarudnyi, 757 
Diplolepis, 54, 57, 66 
rosae, 50 
Diplopoda crocata, 989 
Diplura, 509 
Dipluridae, 973, 976-977 
Diplurid spiders, 972 
Dipnoi, 76 
Dipodidae, 552 
Dipodoidea, 536, 538 
Dipsacales, 496-497, 502-503 
Dipsochelys dussumieri, 948 
Diptera, 95, 111, 478, 506 
Dircenna dero celtina, 365 
Dircennini, 365 
Dirichlet 
densities, 487 
distribution, 487, 882, 907 
parameters, 882, 888 
prior, 882-883, 885-886, 888 
proposal, 53 
DISCRETE, 889-903 
Discete characters, 51, 131-132, 327, 902, 989 
Discrete-gamma 
distribution (see also gamma distribution), 486 
model, 572 
Dispersal, 18-24 
Dispersal-vicariance analysis (DNA), 217, 434, 436, 
444-445 
Dissorophoids, 602 
Dissorophus angustus, 619 
Distance-based phylogeny reconstruction, 327-332 
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Distances that perfectly mislead, Daniel H. Huson and Mike Steel, 
327-332 


Distribution patterns 968-977 
Divergence 

model 776 

time, 244-264, 422-432 


time estimation 
loa grisea 593 


1-52, 54, 97, 154-155, 178, 180, 189, 195, 246, 280, 285, 327, 339 


35, 479-480, 516, 547, 556, 
, 782-783, 835, 859, 880, 914 


347. 351, 386, 390, 399 
582-583, 585-592, 
178, 426 


585, 588, 842 


amplification, 51 
analysis, 97, 584 
characters, 52 
chloroplast, 25-37, 422-432, 496 497, 554, 566, 782, 914-915 
cp 384-399 
evolution, 328, 386, 392, 499 462, 475, 707, 878 
extraction, 178, 280, 310, 403, 536, 555, 714 


97, 177, 195, 386—387,426, 450, 471, 536, 695, 737, 769, 


genomic, 31 
915 

hybridization, 112 

low-copy nuclear 

18, 21-22 278, 280, 282, 286, 343, 349 

$2? 434444, 456, 548-549, 554, 557-558, 


5 


mitochondrial 
384-399, 400, 402 


563, 566-568 710, 717, 719, 722-723, 72 


786, 793, 801-803, 841-844, 846, 848, 


77-192, 193, 248, 392, 400, 402-403, 417, 


548, 693-694, 717-719, 722-723, 725, 729, 767-780, 


846, 848, 851-852, 914-915, 928 


plasmid, 178 
155, 166, 193, 211, 244-264, 


6. 95. 102. 112 


sequences 
300, 302. 327, 343, 386-387 
714, 761, 844, 846, 856, 858, 904, 909, 911, 963, 979 

sequence data, 97, 193, 334, 402, 654, 658, 693-694, 759, 835, 842 


substitution, 290, 388, 449, 537, 764, 907, 909, 911 
taxonomy, 333 
transition weight, 248, 76° 
H 
van, Tiffany M Castoe, Todd A., 448-469 
ybigny, Gauthier, Jean-Francois Ducroz, Terence J. Robinson, and 
Vitaly Volobouev, Cytogenetics and cladistics, 470-484 
vdder, 384 
decatheon, 856, 867, 869 
861 
702, 706 
1a, 695, 698, 704 


6U 


_619 


pumilus 71 


Joublet model, 506 


ouglasia, 856-876 
tlaskana, 858, 875 
irctica, 864, 867, 875 
beringensis, 864, 876 
gormanii, 864, 869, 876 

idahoe NSIS 876 

laevigata, 876 


montana, 876 


395-396. 402. 407, 450, 462, 464, 475, 


485-486, 516, 524, 529, 536, 549, 554-570, 656, 685-692, 695, 711, 
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nivalis, 861, 864, 876 
ochotensis, 864, 869, 876 
Doves, 92, 169 
African turtle, 94 
New World ground, 
Dowling, Thomas E., see Johnson, Jerald B, 841-856 
Doxocopa agathina vacuna, 365 
Draconinae, 737 
Dracunculus, 422-423, 428-429, 431 
canariensis, 425 
vulgaris, 425 
Dragonflies, 509-510 
Dromaeoloides, 224 
Drosophila, 193, 207, 310-311, 480, 486, 491, 634, 663, 766, 1002-1003 
melanogaster, 108, 283, 292, 554-555, 557, 566, 633, 989 
saltans, 491, 493 
virilis, 292 
willistoni, 292, 491 
yakuba, 196, 199, 407 
Drosophilidae, 640 
Drosophilids, 760, 763 
Druryia, 194, 206-207 
Dryadula phaetusa, 366 
Dryandra, 6 
Dryas iulia alcionea, 366 
Dryomys, 552 
nitedula, 
Dubautia, 1-17 
arborea, 1,7, 9-11, 14-15 
ciliolata, 1,7, 9-11, 14-15 
Ducroz, Jean-Francois, see Dobigny, Gauthier, 470-484 
Dufourea malacothricis, 313 
mulleri, 313 
novaeangliae, 313 
Dumetella carolinensis, 117, 119 
Dusky indigobird, 141 
Dybowski’s twinspot, 141 
Dynamine mylitta, 366 
Dynaminini, 366 
Dynastor darius, 365 
Dyscharachthis, 224 
Dysdera, 760-761, 763, 766 
erecata, 988 
Dysyncritus, 402 
insectus, 402 


sp., 404 


arly tetrapods, 594-622 
carthstars, 902 
ast African swee, 141 
astern bluebird, 113, 119 
towhee, 119 
sastern cottontail, 434 
Ebenaceae, 861 
E cdy sozoa, 663, 665 
Ecdysozoans, 508 
Echinodermata, 18 
Echinoderms, 663, 665 
Echinosaura, 465 
Echium, 731, 760, 763, 766 
Echthralictus, 310 
Ecological characters, 51, 822 
Ecological correlates and evolutionary divergence in the skull of 
turtles: a geometric morphometric assessment, Julien Claude, 
Peter Pritchard, Hariyan Tong, Emmanuel Paradis, and 
Jean-Christophe Auffray, 933-949 
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Ecology, 125, 166, 170, 613, 668, 704, 868, 946, 976 
Ecology of congruence: past meets present, Dale H. Clayton, Sarah E. 
Bush, and Kevin P. Johnson, 165-173 
Ecpleopinae, 465 
Ecpleopini, 449, 452-453, 457, 465 
E cpleopus, 465 
gaudichaudii, 468-469 
Ectime thecla, 366 
Edaphosauridae, 618 
Edaphosaurus, boanerges, 620 
cruciger, 620 
novomexicanus, 620 
pogonias, 620 
Edge lengths, 623-637 
Edops craigi, 619 
EF la, 49-51, 57, 61, 65, 108, 157-158, 193, 195-196, 199-200, 203, 207, 
209, 211, 278-298, 309-315, 319, 323, 363, 402, 506, 510, 577-580, 
> 79 


712, 714-715, 717-719, 721-723, 725, 760, 979, 981-982 


4a 


EFla@ F2, 95, 97-100, 102-104, 108, 554 
Effects of tree shape on the accuracy of maximum likelihood—based 


ancestor reconstructions, Arne @. Mooers, 809-814 

Eggs, 363-383 
Ehretioideae, 384 
Eickwortapis dominicana, 314 
Elaeocarpaceae, 225 
Elateridae, 555 
Elateroidea, 224 
Electrolictus antiquus, 314, 323 
Eleppone, 193-194, 203, 206, 208-210, 212 
Elgaria, multicarinata, 757 

panamintina, 757 


Ba9 


Eliurus minor, 552-553 


Ellipsoptera, 555, 557, 564, 567 
marginata, 557, 566, 569 
puritana, 564, 566, 569 
sperata, 564, 566, 569 

Elliptoleus acutesculptus, 977 
balli, 977 
curtulus, 977 
crepericornis, 977 
luteipes, 977 
olisthopoides, 977 
tequilae, 977 
vixtriatus, 977 
whiteheadi, 977 
zapotecorum, 977 

Elminius, 253, 262 
kingti, 247 
modestus, 247 

Elongata, 867-868, 871 

Elymus, 25 
repens, 25-37 
transhyrcanus, 26 

Emberizidae, 113, 119 

Emblema picta, 152 

Embolomeres, 598, 603 

Embolomeri, 618 

Embothrieae, 226, 233 

Emiliania huxleyi, 585, 593 

Eminium, 422-423, 428-429, 431 
spiculatum, 423, 425 

Empirical problems of the hierarchical likelihood ratio test for 

model-selection, Diego Pol, 949-963 

Emydidae, 935, 937-938, 943-947 

Emydoidea blandingii, 947 

Emys orbicularis, 947 
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Enchenopa, 412 
binotata, 406 
ignidorsum, 406 
sp., 406, 413 
nchophyllum, 412 
sp., 406 
indemism, area of, 968-977 
‘ndoiastinae, 404 
indosymbiosis, 95-110 
ngstrom, Tag N., H. Bradley Shaffer, and William P. McCord, 
Multiple data sets, high homoplasy, and the phylogeny of 
softshell turtles (Testudines: Trionychidae), 693-710 
Enicostema, 836 
axillare, 836 
Enolase, 714-715, 717-719, 721-723, 725 
Enterobacteria, 106 
Entomocorticium, 892 
Entomsotapus, 224 
Entylia, 419 
Enyalioides laticeps, 757 
Eocene, 198, 209, 309, 428, 430-431, 615, 945 
early-, 236, 239, 314 
late-, 238, 258 
mid-, 198, 423, 428, 776-777 
post-, 240 
Eochionelasmus, 264 
Eogyrinus attheyi, 619 
Eomastixia, 500 
Eothyris, 598 
parkeyi, 620 
Eoverruca, 250 
Ephemeroptera, 508-510, 512 
Epigenesis, 946 
Epiophlebia, 509 
Epiphile orea, 366 
Epiphilini, 366 
Epipleurus, 224, 233 
Equal weighted analysis, 367, 369-370 
Equal weights parsimony, 410 
Equally 
; parsimonious tree, 158, 282, 400, 410, 428, 443, 530, 673, 718, 844, 
867, 975 
weighted parsimony, 702, 747, 892 
weighted parsimony analysis, 155, 451-452 
Equiprobable trees, 600 
Equitius doriae, 988 
Erechtia, 403, 412, 417 
sp., 405 
Eremias, grammica, 757 
scripta, 757 
Eresia lansdorfi, 366 
Ericaceae, 496 
Ericales, 387, 496, 502-503 
Eriococcidae, 292 
Erycibeae, 396, 399 
Erycibe, 386, 391 
giomerata, 390, 399 
hellwigii, 399 
Eryops megacephalus, 619 
Eryphanis reevesi, 365 
Erythraeinae, 836 
Erythrotrichia carnea, 593 
Erythrura trichoa, 152 
Escallonia, 497 
Escalloniaceae, 497 
Eschatocerini, 50 
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Eschatocerus, 54, 57, 66 
iae, 50 
terichia coli, 95, 104-106, 110 
Esperanza, 194-195, 203 


Estrilda, 141, 145, 148 


} g | 
Estrildidae 
Estrildids, 140: 


Euasterids, 496, 502 
Eublepharinae, 746 


F ublephar turkmer 
(Olepnarus TUrKine 


ichenor, 194 
Euclidean 
distances, 489, 633, 936-937 
graph, 686 
Eucnemids, 229 
Eudianthe, 919, 925 
rosa, 916, 925 


wta, 916, 921 


zaza, 558, 564, 569 
Eukaryote, 583, 633 
Eulenstein, Oliver, Duhong Chen, J. Gordon Burleigh, David 
Fernandez-—Baca, and Michael J. Sanderson, Performance 


of flip supertree construction with a heuristic algorithm, 
299-308 


mythra 
wira 


kiltoniant 
ja, 547, 549 


Eunica bechina, 366 


Eumuroic 


Eunicini, 366 

Eunusa, 417 

Euodice cantans, 153 
malabarica, 153 

Eupetersia, 310 

Euphorbia, 711-734 
artropurpurea, 712-713 
balsamifera, 712-713, 725 


canariense, 712-714 


echinus, 713-714 
handiense, 712-713 
lamarckii, 712-714, 725 
longifolia, 712-713 
piscatoria, 713-714 
regis—jubae, 713-714 
teke, 713-714 
tuckeyana, 713 
Euplectes ardens, 153 
hordeaceus, 153 
macrourus, 153 
Euploeini, 365 
Eupristina (P.), 130 
verticillata, 130 
Euptoieta hegesia, 366 
Euptychiini, 365 
Eureptilia, 816 
European rabbit, 434 
European starling, 119 
Eurya, 499-500 
crassitesta, 500 
Euryodus primus, 620 
Eurytela dryope angulata, 365 
Eurytelinae, 374 
Eurytelini, 365 
Eurytemora affinis, 989 
Eurytides Marcellus, 197-198, 200 
Euschistospiza, 148 
c. cinereovinacea, 152 
dybowskii, 141, 152 
Euspondylus, 465 
Eusthenopteron foordi, 619 
Euteleostei, 832 
Eutherians, 822 
Event-based models, 216 
Evolution, 91, 418, 433-447, 448, 454, 470, 632, 635, 644, 666, 706, 802, 
844, 868, 887, 889, 891-894, 902, 918, 944, 963 
barnacle, 249 
character, 52, 193-215, 327, 413, 443, 707, 717, 809, 811, 889, 1004 
clocklike, 20, 22, 861-862 
concerted, 177-192, 914-932 
covarion, 642 
covariotide, 642 
DNA, 328, 386, 392, 449, 462, 475, 707, 878 
gene-sequence, 678 
genome, 471 
minimum, 426—428 
molecular, 108, 131, 198, 309-326, 448, 534, 623, 697, 758-759, 
762-764, 786, 844, 893 
morphological, 835, 837, 889, 933-948 
of short-lived life history, 856-876 
parallel, 717, 934 
parasite, 154 
plastid, 582-593 
rate of, 148-149, 193, 257, 409, 448, 485, 535, 537, 571, 811 
reticulate, 25-37 
sequence, 571-581, 638, 669, 674, 678 
sequential, 120 
social, 400-421 
trait, 673-675, 678-679, 683 
Evolutionary, 
distance, 329, 623 
divergence, 933 
history, 211, 434, 697, 707, 914, 929 
hypotheses, 96, 354, 391, 394, 600 
lineages, 433 
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model, 110, 253, 438, 451-452, 457, 462, 572, 574, 580, 624, 712, 738, 
740, 774, 803, 844, 891, 911, 949 
pattern, 931 
processes, 82, 673, 683, 911-912, 933, 950 
radiations, 122, 244 
rate, 82, 84, 109-110, 142, 245, 252, 440, 463, 615 
trees, 427, 516, 665, 963 
Evolutionary developmental biology of crustacea, Peter K. Dearden 
(rev.), 1002-1003 
Evolutionary relationships, cospeciation, and host switching in avian 
Malaria parasites, Robert E. Ricklefs, Sylvia M. Fallon, and 
Eldredge Bermingham, 111-119 
Evolutionarily stable configuration (ESC), 752 
Evolution of a RNA polymerase gene family in Silene 
(Caryophyllaceae)—incomplete concerted evolution and 
topological congruence among paralogues, Magnus Popp 
and Bengt Oxelman, 914-933 
Evolution of body size, Cope’s rule and the origin of Amniotes, 
Michel Laurin, 594-622 
Evolvulus glomeratus, 399 
Exaceae, 835-836, 838 
Exacum, 835-836 
Exclamatory paradise whydah, 141 


Exons, 387, 426, 497, 535-536, 554, 563, 566-567, 698, 715, 862, 920, 925, 


929 

Exostema lineatum, 178-179, 182 

Explosive radiations and the reliability of molecular clocks: island 
endemic radiations as a test case, Lindell Bromham 
and Megan Woolfit, 758-766 

Expressed sequences tags (ESTs), 554-570 


Fabaceae, 120, 210 
Fagales, 225, 502-503 
Fagraea, 835-836 
Falco sparverius, 156 
Falkia repens, 393, 399 
Fallon, Sy lvia M., see Ricklefs, Robert E., 111-119 
False truffles, 902 
Famennian, 622 
Farsus, 224, 233 
Fawn-breasted waxbill, 141 
F -distances, 157 
I eaia, 224 
Feather lice, 111 
Felsenstein 
model, 625, 629, 634, 638-639, 651-652, 798, 908 
pruning algorithm, 685, 691 
structures, 272, 274 
zone, 265, 268, 328-330, 521-528, 1005 
Fernandez-Baca, David, see Eulenstein, Oliver, 299-308 
Feylinia polylepis, 757 
Feyliniinae, 754 
Fig-pollinating wasps, 193, 207 
Figs, 129, 131-132, 134-138 
dioecious, 129, 131-132, 135 
gall, 134-136 
seed, 136 
Figitidae, 50-51 
Filiformis, 868 
Finches, 140, 150, 760, 766 
African, 141 
blood-drinking, 760 
cuckoo, 140, 142 
Darwin’s, 759-761, 763-764 
melba, 141, 150 
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ploceid, 142 
parasitic, 148-149 
Firefinches, 144, 149-150 
African, 141 
bar-breasted, 141 
black—bellied, 141 
blue-billed, 141 
black-faced, 141 
brown, 141 
mali, 141 
pink-backed, 141 
red-billed, 141 
rock, 141 
Fiscus, 128-139 
grossularioides, 130 
padana, 130 
Fish, 21, 75-76, 111, 116, 534, 656, 829, 832, 842, 845-846, 848, 
852, 855 
cichlid, 222 
desert, 855 
galaxiid, 222 
plagopterin, 842 
spinedace, 846 
spiny bony, 823, 825 
Fisher Information, 881 
Fitch parsimony, 522 
Fitch—Hartigan algorithm, 1004 
Five-parameter model, 521, 524, 526 
Flap-shelled turtles, 694, 705 
Flea, 989 
Flies, 506, 760, 989 
fruit, 633, 989 
hippoiboscid, 155, 161, 166, 168-169, 171 
scorpion, 509 
tephritid, 116 
Flipping, 299-308 
Flowers, 128, 136, 384, 869 
heterostylous, 856, 868 
Flowering plants, 391, 496-497, 502-503 
Fluorescent in situ hybridization (FISH), 471-472 
Foraminifera, 595, 599, 615 
Formica, 96 
fusca, 97 
Formicidae, 95 
Formicinae, 100, 103-104, 108-109 
Fossils, 64, 71-72, 76, 103, 193-215, 222-223, 236, 244-264, 314, 343, 
356-359, 423, 427-428, 430-431, 433, 437, 496-505, 510, 530-531, 
535, 538, 548-549, 595, 597, 604, 615-616, 653-661, 694, 705, 
758-759, 763, 776, 809, 815-817, 860, 870, 901, 934 
galaxiid, 226 
halictid, 309 
Foster, Peter G., Modeling compositional heterogeneity, 485-495 
Frasnian, 594, 598, 622 
Freitas, André Victor Lucci and Keith S. Brown Jr., Phylogeny of the 
Nymphalidae (Lepidoptera), 363-383 
Frequentist properties of Bayesian posterior probabilities of 
phylogenetic trees under simple and complex substitution 
models, John P. Huelsenbeck and Bruce Rannala, 904-914 
Freshwater crab, 767 
turtles, 703 
Friis, Else Marie, see Bremer, Kare, 496-505 
Frogs, 815 
tailed, 782, 790 
tiger, 568 
Fruit fly, 633, 989 
Fungi, 226, 222, 889-903 
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cauliflower, 891 
jelly, 892 


161 


values 


lemidoff, 84 
;alatheidae, 769 
;alatheoidea, 767 
s;alaxiidae, 225, 2 
;alaxiid fish, 222 


224 


47-67 


Nicolas, Sampling properties of the bootstrap support in 


sall wasps 
aitier 
molecular phylogeny 


38—46 


influence of nonindependence among 


sites 


;amma 
liscrete-gamma distribution), 28, 52, 99, 110 


248, 283 189, 408, 412, 509. 


distribution ( also ¢ 


ese eS 
903, D/ 2 


180 


740, 


model, 575-576, 578 


181. 183 556 584, 678, 


796-798, 801-802, 860, 954 


580 


rate-heterogeneity, 571, 573 


rate variation, 907, 909 


shape 268, 487, 497, 761-762, 798, 907, 930 


> parameter, 266 


407 


980 
sap character, 
sarryales, 502 

Gasteromycetes, 902 
sastropoda, 225 


;atesy, John, Richard H. Baker, and Chery! Hayashi, Inconsistencies 


in arguments for the supertree approach: supermatrices versus 


342 


~ 
ie he) 


supertrees of Crocodylia 


as, 478 
sBSSI, 25-27 
Geckos, 594, 73 746-747, 754 
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General linear model (GLM) analysis, 


, 7593-754, 757 


812-813 
5, 935-936 
52-54, 56-57, 61, 


271 


Generalized least squares, 599, 614-61 
reversible (GTR) mode 
32, 1 207, 248, 


410, 412-4 


512, 537 


General-time- 
131 
319 
49] 


578 


64-65, 97, 102, 
312, 314 
3, 456-460, 464, 
566, 


om ane 
FT bey FD 


el 
97-198 53, 265 


3, 448, 


556, 


, 283-285, 
451-45 
561, 


315, 


489, 


l 
330, 394, 400. 
492 


580 


508-509 3% 563-564 
771 


740, 77 


954-955, 979, 


573-576 
798, 84, 
981-982 


584-585, 592, 697.7 


911, 


mice am 
763, 771 


719, 


861, 877-888, 907-909, 919, 


797 OC 744 


Genes, 641 50, 761 
16S bacterial, 486, 488-489, 492 
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400-421, 433, 448-449, 451, 
711, 714, 769, 772, 790 
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protein-coding, 47, 51, 57, 65, 97, 99-100, 103, 154, 157, 389, 409, 413, 
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rDNA 
ribonuclease, 674, 677-679 
RPB2, 384-399 

rpl2, 384, 386-387, 389-390, 399 
rps12, 422, 425-426, 428 


, 914-916, 919-920, 928-931 


190, 950 


rpl20: 
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rps 16, 497, 915-916, 918-920, 925, 929-931 

rps, 11, 27 

rpsB, 95, 97-100, 102-104, 108 

rRNA, 21, 38-46, 448-449, 451, 453, 457, 461, 464, 506, 508, 511, 764, 
914 

S7, 842-844 

single-copy, 554-570 

SPTBN1, 433, 435, 437-440, 443 

Taq polymerase, 191, 195, 246, 280, 695, 714, 737, 

TG, 433, 435, 437-440, 443 

THY, 433, 435, 437-440, 443 

IPI, 842, 844 

tree, 25, 288, 349, 445, 549 

tRNA, 19, 21, 27, 29, 123, 179, 182, 199, 347, 407, 409, 464, 696-697, 
737, 740, 914, 950 

tRNA-leu, 282, 400, 402, 408-410, 412-413 

trnL, 422, 425-426, 428, 835, 950 

trnL—-trnF, 25-27, 188-189, 384-387, 389-390, 399, 422, 425, 428, 497, 
760, 856, 858-860, 862, 864, 874-875 

trnT, 25 , 188-189, 497 

trnV, 

vWF, 

waxy, 

wingless, 309-315, 319, 323, 363, 400, 402, 407, 409-410, 412-413 


915,917 
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nuclear, 693, 836 
plastid, 385, 836 

Genomic, 533 
comparative, 653 
DNA, 31, 97, 177, 386-387, 426, 450, 471, 536, 695-696, 737, 769, 915 
in situ hybridization (GISH) 26,34, 471 
nucleotides, 334 

Genotypes, 116, 646-647, 652 

Genotypic characters, 349 

Gentiana, 497, 837 

Gentianaceae, 835-837 

Gentianaceae: systematics and natural history, Yong-Ming Yuan 

and Jason R. Grant (rev.), 835-838 

Gentianales, 387, 497, 502, 836 

Gentianella, 836 

Gentianothamnus, 835-836 

Geochelone elegans, 948 
nigra, 936 
pardalis, 948 
sulcata, 948 

Geoclemys hamiltonti, 948 

Geoemyda japonica, 948 
spengleri, 948 

Geoemydidae, 934, 945, 948 

Geography, 726, 785, 788-789 

Geological ages 
asselian, 622 
artinskian, 598, 602, 
bashkirian, 622 
danian, 613 
famennian, 622 
frasnian, 594, 598, 622 
givetian, 619 
gzelian, 622 
kasimovian, 622 
kazanian, 622 
kungurian, 622 
moscovian, 602-604, 622 
sakmarian, 622 
serpukhovian, 604, 622 
tatarian, 594, 598, 622 
tournaisian, 622 
ufimian, 622 
visean, 598, 603-604, 622 


pragian, 598 


Geological periods 


campanian, 496, 500 

carboniferous, 510, 619, 816 

cenozoic, 218-219, 222, 239, 595 

cretaceous, 198, 208, 226, 238-239, 319, 321-324, 430-431, 496-505, 


595, 613-614, 901 


xdh, 491-492, 494 


Gene-sequenc e evolution, 678 


devonian, 595, 613, 619, 622 
early Cambrian, 258 
Genetalic characters, 554 early Carboniferous, 226, 250, 598 
Genetic 

algorithms, 244-264, 767-780 

tree, 774 
Genetics, 714 
Genista, 124 

segonnei, 126 
Genisteae, 120-122, 124-125 
Genomes, 25, 33-34, 95, 105-106, 190, 286, 292, 334-335, 384, 516, 

726-727, 759, 763-764, 790, 906 


chloroplast, 34, 385, 396 


early Cenomanian, 496 

early Cenozoic, 236 

early Coniacian, 499-500 

early Cretaceous, 218, 226, 239-240, 250, 258, 496, 503-504, 776 
early Eocene, 236, 239, 314 

early Miocene, 423, 568 

early Santonian, 500 

early Tertiary, 238, 503 

early Oligocene, 240 

early Paleocene, 423, 776 

early Piliocene, 782 

eocene, 198, 209, 309, 428, 430-431, 615 


evolution, 471 


mitochondrial, 437, 640, 693, 712, 737, 740, 769 
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jurassic, 776 Gestalt ratings, 1, 10, 14-15 
late Albian, 496 GHR, 533, 535-538, 540, 543-546, 549, 552-553 
late Cretaceous, 218-219, 226, 238-240, 258, 314, 422-423, 430-431, Giant African pouched rat, 533 
496, 499-500, 503, 776-777, 836 Giant Pacific octopus, 633 
late Eocene, 238, 258 gid A, 95 97-100, 102-105, 108, 110 
late Jurassic, 226, 258 Gigantaestaurochelys, 704-706 
late Mesozoic, 256 Gila copel, 841, 852 
late Miocene, 77 7 Gilia, 861 
late Oligocene, 423, 431, 777 capitata, 861 
late Paleocene, 430 Giraffes, 679 
late Paleozoic, 239 Givetian, 619 
late Pleistocene, 22, 852 Glaucomys, 538 
late Precambrian, 258 volans, 552 
late Tertiary, 217, 238, 240 Glaucosaurus megalops, 620 
late Turonian, 499-500 Glechoma, 50 
lower Carboniferous, 598 Globularia, 497 
lower Cretaceous, 208 Glossodialictus, 310 
lower Devonian, 74, 598 Glyptemys muhlenbergii, 934 
lower Oligocene, 208 insculpta, 947 
lower Permian, 595, 598, 600, 602, 604, 613, 616, 619, 622 Gnetophytes, 518 
maastrichtian, 499-500 Goat, 679 
mesozoic, 218-220, 222, 235-236, 239, 614 Godartiana muscosa, 365 
mid-Cambrian, 250 Godyridini, 365 
mid-Cretaceous, 239, 314, 496, 503 Goeletapis, 319 
mid-Eocene, 198, 423, 428, 776-777 peruensis, 313 
mid-Jurassic, 258 Goldbreast, 141 
mid-Miocene, 239, 423, 431, 444, 554, 568 indigobird, 141 
mid-Oligocene, 218 Goldman-Cox test, 485, 489, 491-492, 494 
mid-Permian, 598, 622 Goldman model, 651 
mid-Tertiary, 218, 238 Goloboff, Pablo A., see Szumik, Claudia A., 968-978 
miocene, 198, 218, 238, 240, 428, 431, 433, 444, 549, 554-570, 615, 860, | Gomphidae, 509 
871, 901, 946 Gonaspis, 56, 66 
mississipian, 598, 603, 622 potentillae, 50 
neogene, 599, 615 Gondwana, 216-243 
oligocene, 198, 218, 222, 238, 309 Gonyaulax, 585-587 
paleocene, 218, 615 polyedra, 585, 593 
pennsylvanian, 594, 598, 602-603, 622 Goodall F -test, 936 
permian, 594, 619 Gopher, 167— 169 
pleistocene, 18, 199, 222, 556, 615, 776, 782, 789-790, 852, 870 lice, 666 
plioc ene, 124, 218, 239, 615, 870-871 pocket, 166, 172 
post-Devonian, 598 Gopherus berlandieri, 
post-Eocene, 240 polyphemus, 948 
post-Miocene, 219, 240 Gorilla, 479, 484 
santonian, 496, 499-500 Gossypium, 914, 929 
tertiary, 220, 309, 323, 496, 500, 503, 595, 613-614, 777 GPAT, 914 
triassic, 218, 595 Grammica, 385-386 
turonian, 504 Granatina, 141, 148-150 
upper Carboniferous, 616 granatina, 141, 152 
upper Cretaceous, 428 ianthinogaster, 141, 152 
upper Devonian, 75, 594 Grant, Jason R., see Yuan, Yong—Ming (rev.), 835-838 
upper Permian, 594, 598, 619, 622 Granule-bound starch synthase (GBSSI) (see waxy) 
Geology, 781 Graphiini, 211 
Geometric morphometrics, 933-948 Graphium, 209 
Geomyidae, 166 Graphiurus, 538 


Geomydoecus, 166-168, 171 murinus, 552 


Geothlypis trichas, 119 Graptemys, 945 


f Fe | 
Geotria, 22 


barbouri, 948 
Gephyrostegus, 598, 603 ernsti, 948 
bohemicus, 619 geographica, 948 
Gerbillidae, 53 gibbonsi, 948 
Gerbillinae, 533+535, 540, 542, 544, 546-547, 552-553 oculifera, 948 
Gerbillurus vallianus, 552-553 pulchra, 948 
Gerbils, 533, 540 versa, 948 


Gerridae, 223 Graph theory, 685-692 


Gerridius sp., 404 Gray catbird, 119 
Gesneriaceae, 177, 190, 502 Green dragon, 422 
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Greererpeton burkemorani, 619 Hardella thurjii, 948 
Grenadiers, 150 Hares, 433, 445 
Grevea, 497 cape, 434 
groEL, 95, 97-100, 102-105, 108, 110 hispid, 434 
Groteini, 223, 233 mountain, 434 
Ground beetles, 793 scrub, 434 
Guayaquila, 419 snowshoe, 434 
emarginata, 404 Hasegawa-Kishino-Yano (HKY) model, 52, 56-57, 61, 65, 180-181, 
pallescens, 404-405 248-249, 253, 265, 312, 315, 408, 412, 453, 489, 534-538, 678, 721, 
sp., 404 740, 761, 786, 795-796, 798-799, 801, 803, 928, 954-955 
Guillardia theta, 593 Haumuriaegla glaessneri, 767, 776 
Gymnodinium mikimotoi, 583, 593 Hayashi, Cheryl, see Gatesy, John, 342-355 
Gymnophthalmid, 453 Hebe, 870 
lizards, 448, 450 Hedickiana levantina, 50 
Gymnophthalmidae, 448-469, 736 Hein, Jotun, see Song, Yun S., 1003 
Gymnophthalminae, 449, 452-453, 456-457, 462, 465 Helia, 836 
Gymnophthalmini, 449, 452, 456, 460, 465 Helieae, 836-838 
Gymnophthalmus, 465 Helicodiceros, 422, 428, 431 
leucomystax, 468 muscivorus, 425 
vanzoi, 468 Heliconiinae, 363, 366-367, 370, 375 
Gymnuromys major, 552-553 Heliconiini, 363-364, 366, 370 
Gyrostipula foveolata, 179 Heliconius, 311 
Gzelian, 622 erato phyllis, 366 
Helicopsychidae, 223, 233 
Heliothis, 634 
H3, 244, 246, 248 virescens, 633 
Habralictus, 310 Helmitheros vermivorus, 119 
sp., 313 Heloderma, 737, 746 
Habroscelimorpha, 55, 567 suspectum, 757 
californica brevihamata, 570 Helodermatidae, 736, 753 
schwarzi, 570 Helwingiaceae, 503 
Hadamard Hemichordates, 663, 665 
conjugation, 963-967 Hemiphaga novaeseelandiae, 92 
transformation, 1005 Hemiptera, 95, 120-121, 223, 292, 400, 407 
Haemodoraceae, 226 Hemipterans, 418 
Haemoproteus, 111-119, 112 Heosemys depressa, 948 
Haemosporina, 111 grandis, 948 
Haetera diaphana, 365 spinosa, 948 
Haeterini, 365 Heptagyae, 223 
Haig, David, see Kandul, Nikolai P., 278-298 Heraclides, 193-195, 200, 208-209, 212 
Halanych, Kenneth M., Invertebrate zoology: a functional Herbaceous plants, 49 
evolutionary approach (rev.), 662-663 Herbivore, 124, 534, 711, 752 
Haldina, 178, 188, 190 Herbivorous insects, 94 
cordifolia, 177-182, 184, 188-191 Hernandiaceae, 209 
Halictus, 310 Herpetology, 90 
(Halictus) quadricinctus, 313 Hesperapis larreae, 313 
ligatus, 311 Hesperiidae, 364 
(Seladonia) tripartitus, 313 Heteralepadomorpha, 245, 247, 250-255, 258, 263 
(Vestitohalictus) vestitus, 313 Heterocapsa, niei, 593 
Halictidae, 309, 323 pygmaea, 593 
Halictid bees, 310, 314, 323-324 ratundata, 593 
fossils, 309 spp., 584-586 
Halictinae, 310, 313, 315, 321, 323-324 triquetra, 585-586, 590, 593 
Halictini, 309-310, 313-315, 319, 323-324 Heterochromation, 475, 480 
Hall, Jocelyn C., see Hipp, Andrew L., 81-89 Heterodactylini, 449, 460, 465 
Halobates, 207 Heterodactylus, 465 
Hamadryas epinome, 366 imbricatus, 468 
Hamanumida daedalus, 365 Heterodoxus, 172 
Hamming distance, 327, 331 Heterogeneous model, 488 
Hamster, 533-540 Heteromunia pectoralis, 153 
Chinese, 633, 677 Heteronotinae, 404, 417 
Old World, 534 Heteronotini, 404 
Haploid, 837 Heteronotus trinodosus, 404 
Haplotype, 19-21, 112-113, 115, 143, 783-786, 788-790, 846, 848 Heterosaccus californicus, 246-247 
Haptodus garnettensis, 620 Heterosais edessa, 365 
Haptophytes, 583, 585-586, 588-590 Heterosigma carterae, 593 
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Heterostylous flowers, 856, 868 


Heterotaxis, 224, 233 
Heterozygotes, 479, 484 
Heuristic 

algorithm, 299-301 


analysis, 20, 38 


parsimony, 715 


search, 28, 84, 123 181 7, 200,248, 282-285, 347, 408, 426, 451, 


536, 696 


780, 784, 860, 892, 952, 954, 968, 980 


Hewitt, Godfrey M., see Jordal, Bjarte H., 711-734 

Hewitt’s red rock rabbit, 434 

Hexapoda, 506, 509, 980, 982, 986, 989 

Hibbett, David S., Trends in morphological evolution in 
homobasidiomycetes inferred using maximum likelihood: a 
comparison of binary and multistate approaches, 889-904 

Hidden support, 356-359 

Hierarchical likelihood ratio test (hLRT), 949-962 

I NYS a idalii, 948 

H } de midt 3990 

Hildebrandtieae, 396, 399 

Hipp, Andrew L., Jocelyn C. Hall, and Kenneth J. Systma, 
Congruence versus phylogenetic accuracy: revisiting the 
incongruence length difference test, 81-89 

Hip} lium 558, 564, 567 

Hippoboscid flies, 1 161, 166, 168-169, 171 

Hippoboscidae, 155, 665 

Hippocrates, 199 

Hippopotamus, 679, 681, 683 

Hironoia, 499-500 

fusiformis, 499 


Hirundinidae, 113, 119 
Hispid hare, 434 
Histogram, 388, 679 
Histone 3, 509 
Historical 
biogeography 
continuity, 815 
Historis odius, 366 


Pérez-Losada, Marcos, 244-264 


Ho, Simon Y. W. and Lars S. Jermiin, Tracing the decay of the 


Hoeg, Jens Bes 


historical signal in biological sequence data, 623-637 
Ho, Simon Y. W., s 
Hog deer, 679 
Holder, Mark T., see Zwickl, Derrick ]., 877 


Hole-nesting birds, 154, 161 


Jermiin, Lars S., 638-643 


Holistic processing, 1-17 


Holometabola, 506, 509 
Holometabolous insects, 375 

roma fus, 310, 315 

Hominids, 530-531, 568 
Homobasidiomycetes, 889, 891-894, 900-902 
Homogeneous model, 490-491 

Homologous characters, 474, 918 
Homoplastic characters, 444 
Homoplasy, 237, 284, 290, 300, 328, 


510, 52 535. 693 


Honey bees 

Honeycreepe rs, 760, 763, 766 
Hooded warbler, 117, 119 
Hoplocercus spinosus, 757 

Hoplophorionini, 402-403, 405, 412-413, 417-419 


Hordeum, 25, 29-31, 34 
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californicum, 26 
secalinum, 26 
Horned soldiers, 
Hornworts, 517 
Horseshoe crabs, 988 
Hospiton, 198-199 
Host 
specificity, 165-173 
switching, 165-173, 
tree, 115, 157, 170, 666 
Host-parasite relationships, 111-119 
Host plant 
colonization, 120-127 
use, 711-734 
Host-symbiont stability and fast evolutionary rates in an 
ant-bacterium association: cospeciation of Camponotus species 
and their Endosymbionts, candidatus Blochmannia, Patrick H 
Degnan, Adam B. Lazarus, Chad D. Brock, and Jennifer J. 
Wernegreen, 95-110 
Hottonia, 856 
Hox, 764, 1002 
Huelsenbeck, John P. and Bruce Rannala, Frequentist properties of 
Bayesian posterior probabilities of phylogenetic trees under 
simple and complex substitution models, 904-914 
Huelsenbeck, John P., see Nylander, Johan A. A., 47-67 
Human, 737, 979 
Humbertia, 385, 390-391, 394-395 
madagascariensis, 390, 399 
Huson, Daniel H. and Mike Steel, Distances that perfectly mislead, 
327-332 
Hutchinsoniella macracantha, 981-983, 989 
Hybridization, 81, 195, 291, 471, 474-475, 852 
DNA, 535 
Hydnoraceae, 384 
Hydrobiosidea, 223, 233 
Hydromyinae, 534 
Hydrosaurus sp., 757 
Hydrothrix gardneri, 
Hylaeus mdestus, 313 
Hylobates spp., 471 
Hylocichla mustelina, 119 
Hylonomus lyelli, 620 
Hymenoptera, 49, 95, 128, 223, 472 
Hypanartia lethe, 366, 374 
Hypargos, 147-148 
margaritatus, 141, 15 
niveoguttatus, 141, 1 
Hyphaeta, 557 
birramosa, 558, 57 
Hyphinoe, 417 
asphaltina, 404 
Hyphinoini, 404 
Hypna Clytemnestra, 365 
Hypogeomys antimena, 552-553 
Hypothesis testing, 841-855 
Hypothyris ninonia daeta, 365 
Hypsauchenia sp., 404 
Hypsaucheniini, 404 
Hypsoprora sp., 405 
Hypsoprorini, 400, 402, 405, 417-418 


lanthasaurus hardestii, 620 
Ibaliidae, 50-51 
Ibalia rufipes, 50 


| la, 256, 262-263 
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cumingi, 247 
quadrivalvis, 247 
Iblomorpha, 245, 247, 251, 253-255, 258, 263 
Icacina, 497 
Icacinaceae, 497, 499, 502-503 
Icacinicarya, 499 
budvarensis, 500 
Ichneumonidae, 223 
Ichthyology, 90 
Ichthyomyini, 548 
Ichthyostega, 72, 74, 76, 598, 619 
Icterdae, 113, 119 
Icteria virens, 119 
Identifying and removing fast-evolving sites using compatibility 
analysis: an example from the arthropoda, Davide Pisani, 
978-989 
Idiogaryops pallidus, 988 
Ifasina, 557, 567 
belli, 570 
labeoaneae, 557, 570 
uana, 655, 657 


¢ 


guanas, 735 


Ig 
Ig 
Iguania, 735-757 
Ig 
Iguanidae, 736, 744, 747, 749, 757 
Ilex, 499-500, 503 

intique, 500 
Illilepas, 258 


y 
Y 


uanid, 655, 657 


Imnadia yeyetta, 989 

Impatiens, 497 

Importance of proper model assumption in Bayesian phylogenetics, 
Alan R. Lemmon and Emily C. Moriarty, 265-277 

Inagaki, Yuji, Alastair G. B. Simpson, Joel B. Dacks, and Andrew J. 
Roger, Phylogenetic artifacts can be caused by Leucine, Serine, 
and Arginine codon usage heterogeneity: Dinoflagellate 
plastid origins as a case study, 582-593 

Incongruence, 65, 81-82, 84, 88, 169, 240, 285, 315, 343, 357, 390, 566, 
653-661, 715, 717, 722, 727, 925, 928 

length difference (ILD) test (see also partition homogeneity test), 

81-89, 196, 199, 282-284, 311, 367, 436, 438, 440, 557, 561, 563, 
715, 722, 727, 860 

Inconsistencies in arguments for the supertree approach: 
supermatrices versus supertrees of Crocodylia, John Gatesy, 


a 


Richard H. Baker, and Cheryl Hayashi, 342-355 
Inconsistency, 327-332 
Inconsistency of maximum parsimony revisited, Susanne 
Schulmeister, 521-528 
Indels, 347, 409, 438, 440, 450, 537, 556-557, 561, 697-698, 754 
Indigo birds, 141-144, 147 
bar-breasted firefinch, 141 
black—faced firefinch, 141 
Cameroon, 141 
dusky, 141 
goldbreast, 141 
Jos Plateau, 141 
Peter’s twinspot, 141 
purple, 141 
quail—finch, 141 
village, 141 
Indigo bunting, 119 
Indotestudo elongate, 948 
forstenti, 948 
Ingroup, 181, 197, 248, 282, 285, 343, 423, 425, 428-429, 437, 509, 527, 
558, 564, 566, 641, 713, 737, 740, 744 
Inferring phylogenies, David Penny (rev.), 669-670 
Information content of trees and their matrix representations, 
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Mark Wilkinson, James A. Cotton, and Jospeh L. Thorley, 
989-1002 
Information theory, 989-1001 
Informative characters, 84, 200, 530, 717, 719, 726-727, 730 
Inguilina, 1 
dawsoni, 2 
schwarzi, 2 
Inquilines, 56, 66 
Insecta, 165, 223-225, 278, 400 
Insect-plant interactions, 120-127 
Insects, 95, 106, 207, 229, 233-234, 400, 413, 418, 506-514, 568, 663, 666, 
715, 730-731, 945, 981-982, 989, 1002 
herbivorous, 94 
holometabolous, 375 
non—-holometabolous, 506, 513 
phytophagous, 120, 126 
winged, 510 
Insertion (see indels) 
Internal transcriber spacer (ITS), 122-123, 128, 130, 177-192 
Introns, 99, 142, 153, 387, 426, 428, 434, 497, 536, 554, 561, 563, 567, 696 
700, 715, 760, 835, 842-844, 862, 914-915, 920, 925, 929, 931, 950 
981 


nuclear, 693-710 


Invariant sites model, 412 
Invertebrate zoology: a functional evolutionary approach, Kenneth 
M. Halany ch (rev.), 662-663 
Invertebrates, 256, 662-665, 759, 762 
Invertebrates, Mark E. Siddall (rev.), 664-665 
lodes, 500 
Iphisa, 465-466 
elegans, 468 
Ipomoea batatas, 399 
pes-tigridis, 399 
Ipomoeeae, 391, 393-394, 396, 399 
Iraella luteipes, 50 
IRBP, 760 
Irenomys, 537, 540 
tarsalis, 552-553 
lridaceae, 226, 233, 861 
Ischnoceran lice, 161, 166 
Ischpiocera, 155, 161, 166 
Iseia luxurians, 399 
Isochrysis sp., 588, 593 
Isocolus, 56, 66 
rogenhoferi, 50 
Isodectes obtusus, 619 
Ithomia drymo, 365 
Ithomiinae, 363-365, 367, 369-370, 374-375, 379-380 
Ithomiini, 365 
ITS, 760, 856, 858-860, 862, 874-876, 914-916, 918-920, 925, 930-931, 
950 


Ixanthus, 836 


Jack-in-the-pulpit, 422 
Jackknife, 585, 589, 904-905 
percentages, 497 
replicates, 181 
support, 188, 497, 500 
Jackrabbit, 433 
black-tailed, 434 
white-tailed, 434 
Jacquemontia 
blanchetti, 386, 395-396, 399 
tamnifolia, 399 


Jaculus jaculus, 552 
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Jameson's red rock rabbit, 434 
Jansenia, 555, 557-558, 564, 566 


chloropleura, 557-558, 570 


rostrula, 557-558, 570 


Jara, Carlos G., see Pérez-Losada, Marcos, 767-780 
Jasarum, 426 


7 


Japalura tricarinata 
Jeffrey’s Prior, 880-882 
Jehlius, 262 
cirratus, 247 
Jelly fungi, 892 
Jenner, Ronald A., Accepting partnership by submission? 
Morphological phylogenetics in a molecular millennium, 
333-341 
Jermiin, Lars S., see Ho, Simon Y. W., 623-637 
Jermiin, Lars S., Simon Y. W. Ho, Faisal Ababneh, John Robinson, and 
Anthony W. D. Larkum, Biasing effect of compositional 
heterogeneity on phylogenetic estimates may be 
underestimated, 638-643 
Jibarita, 417 
Jirds, 533 
Johnson, Jerald B., Thomas E. Dowling, and Mark C. Belk, Neglected 
taxonomy of rare desert fishes: congruent evidence for two 
species of leatherside chub, 841-856 
Johnson, Kevin P. and Dale H. Clayton, Untangling coevolutionary 
history, 92-94 
Johnson, Kevin P., see Clayton, Dale H., 165-173 
Jordal, Bjarte H. and Godfrey M. Hewitt, Origin and radiation of 
Macaronesian beetles breeding in euphorbia: the relative 
importance of multiple data partitions and population 
sampling, 711-734 
Jos Plateau indigobird, 141 
Jukes—Cantor 
distances, 628, 631-632, 639 
model, 40, 52-54, 56-57, 61, 265, 267-268, 271 


312, 329, 408, 485 
599 72 & 


5 584, 625, 633, 638, 645, 647-649, 691, 795-796, 798, 
801, 803, 844, 907-909, 911 
Jumping plant lice, 122 
alis, 119 
Junonia evarete, 
Jurassic 776 
late-, 226, 258 


mid-, 258 


K80 model, 453-454 
Kachuga dhongoka, 948 


‘ 


948 


1a, 948 

Kallimini, 366, 370 

Kalosyce, 130 

punctata, 130 

Kandul, Nikolai P., Viadimir A. Lukhtanov, Alexander V 
Dantchenko, James W. S. Coleman, Cagan H. Sekercioglu, 
David Haig, and Naomi E. Pierce, Phylogeny of Agrodiaetus 
Hiibner 1822 (Lepidoptera: Lycaenidae) inferred from mtDNA 
sequences of CO! and COII and nuclear sequences of EF1-a 
karyotype diversification and species radiation, 278-298 

Karenia brevis, 584, 593 


Karlodinium micrum, 593 


Karyological characters, 822, 858 
Karyotype, 298, 278-280, 283, 292, 298, 472-474, 477, 479, 484 


diversification, 278-298 
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Kasimovian, 622 
Kazanian, 622 
Kellogg, Elizabeth A., see Razafimandimbison, Sylvain G., 177-192 
Kelso, Sylvia, see Schneeweiss, Gerald M., 856-877 
Kendall 
shape space, 936 
tangent space, 936 
Kentropyx calcarata, 469 
Kentucky warbler, 117, 119 
Keraterpeton galvanic, 619 
Keroplatidae, 223 
Kimura two-parameter model, 20, 22, 28,265, 285, 302, 312, 315, 408, 
436, 645, 647-649, 795, 798, 803, 878-880, 883, 886, 955, 
979-980 
Kingfishers, 170 
Kinixys belliana, 948 
Kirchoff, B. K., S. J. Richter, D. L. Remington, and E. Wisniewski, 
Complex data produce better characters, 1-17 
Kishino—Hasegawa test, 81-89, 103, 249, 255-256, 285, 537, 542, 717, 
739, 930 
Kjer, Karl M., Aligned 18S and insect phylogeny, 506-514 
Kosakovsky Pond, Sergei L. and Spencer V. Muse, Column sorting: 
rapid calculation of the phylogenetic likelihood function, 
685-692 
Kotlassia, 598 
prima, 619 
Kradibia, 130 
coplosae, 130 
jacobsi, 130 
ohuensis, 130 
salembensis, 130 
wasse, 130 
Krameriaceae, 384 
Krantz anatomy, 14 
Kronides, 412-413 
incumbens, 406 
K-state characters, 521-528 
Kullback—Leibler 
distance, 798 
model, 800 
prior, 803 
Kungurian, 622 
Labenini, 223, 233 
Labidosaurus hamatus, 620 
Laburnum, 126 
Lacanicephalidea, 
Lacertidae, 736, 745-747, 757 
Lacertids, 735 
Lacertiformes, 736, 744-745 
Lacertoidea, 736 
Lagomorph, 568 
agonosticta, 141, 145, 147, 149-150 
larvata nigricollis, 141, 152 
nitidula, 141, 152 
rara, 141, 152 
rhodopareia jamesoni, 141, 152 
rubricata congica, 141, 149, 152 
rubricata rubricata, 141, 1149, 152 
rufopicta, 141, 152 
sanguinodorsalis, 141, 152 
senegala rendalli, 141, 149, 152 
senegala rhodopsis, 141, 149, 152 
umbrinodorsalis, 15 
virata, 141, 152 





2004 


Lagomorpha, 433-447 
Lamiaceae, 496 
Lamiales, 497, 502 
Lamiids, 496-497, 502-503 
Lamium, 497 
Langley—Fitch method, 143, 499, 502 
Lanthanosuchids, 817 
Lanthanotidae, 753 
Lanthanotus, 736, 746 
borneesis, 757 
Large phylogeny, 767—780 
Larkum, Anthony W. D., see Jermiin, Lars S., 638-643 
Larson, Allan, see Townsend, Ted M., 735-757 
Larvae, 363-383 
Larval characters, 246, 253, 263, 363 
Lasioglossum, 310, 315 
(Australictus) lithuscum, 313 
(Chilalictus) florale, 313 
(Chilalictus) lanarium, 313 
r 
(Evylaeus) calceatum, 


(Dialictus) zephyrum, 313 
n 
31 


, 
(Hemihalictus) lustrans, 313 
(Homalictus) megastigmus, 313 
(Homalictus) punctatus, 313 
(Lasioglossum) athabascense, 313 
(Lasioglossum) scitulum, 313 
(Lasioglossum) zonulum, 313 
leucozonium, 311 
(Parasphecodes) hybodinum, 313 
Lauraceae, 207, 209-210, 384 
Laurales, 226 
Laurin, Michel and Jason S. Anderson, Meaning of the name 
Tetrapoda in the scientific literature: an exchange, 68-80 
Laurin, Michel, Evolution of body size, Cope’s rule and the origin of 
Amniotes, 594-622 
Lazarus, Adam B., see Degnan, Patrick H., 95-110 
LCAT, 535, 547-549 
LDH-A, 343 
Leaf-eared mice, 534 
Least-square regression analysis, 612 
Least-squares algorithm, 845 
Leatherside chub, 841-844, 848-849, 851-853, 855 
Lecointre, Guillaume, see Dettai, Agnes, 822-834 
Leeches, 663, 665 
Legumes, 122-124 
Leguminosae, 121 
Leguminous plants, 122 
Leiocephalikon problematicum, 620 
Leiocephalus 
carinatus, 757 
sp., 757 
iolaemus pictus, 757 
eiolepis 
belliana, 757 
guentherpetersi, 757 
ioscyta, 412-413, 418 
nitida, 406 
sp., 406 
Lemmings, 534 
Lemmon, Alan R. and Emily C. Moriarty, Importance of proper 
model assumption in Bayesian phylogenetics, 265-277 
Lemna, 422, 426 
Lemur, 84, 87-88 
catta, 84 
Lemuresthes, 143 
nana, 153 
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Lemurs, 760, 763, 766 
Lenncaceae, 384 
Lentinus tigrinus, 902 
Leontopodium, 870 
Lepadomorpha, 247, 251, 253, 255-256, 258 
Leparthrum, 731 
Lepas, 262 
anatifera, 247 
l epidomeda, 841, 844, 846, 852-853 
albivallis, 842, 844, 855 
aliciae, 841, 852, 855 
altivelis, 844, 855 
copei, 841, 852, 855 
mollispinis, 842, 844, 848, 852, 855 
vittata, 842, 844, 855 
Lepidoptera, 193, 211, 278, 291-292, 310, 363-364, 375 
Lepidosaurs, 654, 750-752 
Lepidosiren paradoxa, 70 
Lepidotrichidae, 510 
Lepisma, 510 
Lepistemon owariensis, 399 
Leporidae, 433-434 
Leposoma, 465 
oswaldoi, 468-469 
parietale, 757 
percarinatum, 468 
Leptestheria dahalacensis, 989 
Leptidea, 291 
Leptobelus gazella sauteri, 404 
Leptocentrini, 404 
Leptocentrus sp., 404 
Leptocircini, 197, 209 
Leptodora kindtii, 989 
Leptothorax, 108 
recedens, 108 
Lepus, 433-434, 436, 438, 440, 442, 444-445 
americanus, 434 
californicus, 434 
capensis, 434 
saxatilis, 434, 439 
timidus, 434, 438 
townsendii, 434, 438 
Le Quesne probability (LQP), 979-980, 983-984, 
986-987 
Lesser Antillean bullfinch, 119 
Lethiscus stocki, 619 
Leucocephalon yuwonoi, 948 
Leucocytozoon, 111 
Lialis burtonis, 757 
jicari, 757 
Libellulidae, 509 
Libinia emarginata, 989 
Libytheana carinenta, 365, 369, 374, 379 
Libytheinae, 363, 365, 367, 370, 374 
Lice, 92, 94, 111, 120, 155-156, 161, 163, 165-173, 667 
amblyceran, 168 
bird, 166 
body, 92, 94 
book, 509 
chewing, 154, 158, 165, 666-668 
feather, 111 
gopher, 666 
ischnoceran, 161, 166 
jumping piant, 122 
owl, 166 
parasitic, 92, 207, 509, 666 
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sucking, 666 
wing, 92, 94 
ikelihood (see maximum likelihood), 56, 82, 217, 644-653, 669, 
678. 700. 730, 744, 793, 796, 801, 879, 881, 886 
893-894 930 
analysis, 408, 410, 412, 50 
methods, 148 
model, 448—469, 563, 566 


penalized (PL), 100, 105 


509, 529 


861-862, 864, 867 


198, 200 , 274-275, 283, 


20, 28, 48, 5 
7-388, 408-409, 427, 436, 438, 451, 453-454, 456, 


463-464, 485, 536-537, 564, 648, 669, 715, 723, 738, 761-762, 


ratio tests (LRT) 3, 65, 197 


285, 312, 314, 387-3 


793-808, 860-862, 893, 949-962 
scores, 255, 267, 844, 893, 918, 949, 955 
trees, 157, 510 
values, 670, 983 
imenitidinae, 363, 365, 374 


imenitidini, 365, 367, 370 


nnadopsis Orci 


Vv nus, 509, 988 
in, Chung-Ping, Bryan N. Danforth, and Thomas K. Wood 
Molecular phylogenetics and evolution of maternal care in 
membracine treehoppers, 400-421 
385 


jpnheroia 
Vlad, 


indley’s paradox, 49 


inear parsimony, 599 
Linearized tree, 548 

innean 

classification, 867 

taxonomy, 70 
Liopteridae, 50-5 
Liporrhopalum, 130 

sae, 130 


130 


l aj} qustrali 
issamphibians, 68, 602-604 
issemydini, 695 
nys, 695, 698, 700, 703, 705 
ita, 695, 704-706 


695. 704-706 


llun 
regina, 247 
iverworts, 517 
izards, 449, 654, 657, 735-757, 760, 816-817 


722 92 
accordant, 233, 239 


4329 » 


dibamid 
gymnophthalimid, 448, 450 
tropnus pr i, 620 
oganiaceae, 835, 837 
LogDet, 408—409, 591-592, 700, 703 
analysis, 410 
distance, 285, 624, 628, 630, 632, 638-641 
method, 641 
metric, 625, 629, 631 
paralinear distance, 697 


LogDet/Paralinear distance, 486, 491, 586, 717, 719, 729 


SYSTEMATIC 


BIOLOGY 


Log-likelihood, 99, 104, 393, 427, 574-575, 577-579, 585, 677, 679-681, 
762, 785, 794, 798-799, 879, 881, 893, 983 
ratio, 489, 589 
ratio test, 131-132 
scores, 157, 197, 284-285, 387, 784, 786, 900, 928 
values, 283, 556, 738 
Lomatogonium, 836-837 
Lomis, 767, 769 
hirta, 769, 772, 780 
Lomisidae, 772 
Lomisoidea, 767, 769 
Lonchura castaneothorax, 153 
Long-branch attraction, 83, 177, 265, 335, 521-528, 582-593, 654 -655, 
703, 707, 735-757, 928, 978-989 
Long-tongued bees, 309 
Lophiomyinae, 534-535, 542, 547 
Lophiomys, 533 
Lophodeuterostomia, 664 
Lophophorates, 663-665 
I op hotrochozoa, 663 
Lophuromys, 540, 547 
flavopuntatus, 552-553 
Lophyra, 555, 557-558, 567 
catena, 557, 570 
Lophryridia, 555, 557-558, 567 
cardoni, 570 
chloris, 555, 557, 570 
lunulata, 570 
Loridae, 82-84, 87-85 
Loris, 88 
tardigradus, 84 
Louis, Edward, see Townsend, Ted M., 735-757 
Low-copy nuclear, 
DNA, 914, 931 
genes, 914-932 
Loxigilla noctis, 119 
portoricensis, 117 
Loxomma acutirhinus, 619 
Loxothylacus texanus, 246-24 
Loxothylacus panopaei, 246-247 
Lukhtanov, Vladimir A., see Kandul, Nikolai P., 278-298 
Lumbriculids, 665 
LWRh, 49-51, 57, 60-61, 65 
I ycaenidae, 278, 290-292, 364 
Lycaenid butterflies, 278 


Lychnis, 919, 925, 929 


abyssinica, 916 
chalcedonica, 916, 925 
coronaria, 916, 918, 920 
flos-cuculi, 916 925 
flos-jovis, 916 
Lycorea cleobaea halia, 365 
Lysandra, 278-280, 287, 289, 292, 298 
bellargus, 285-286, 288-289, 298 
caucasica, 289, 298 
coridon borussia, 298 
Lysimachia, 856 
maxima, 861 
Lysorophians, 602-604 


Maastrichtian, 499-500 
Mabuya aurata, 757 
delalandii, 757 
Macaronesian beetles, 711 
Macey, J. Robert, see Townsend, Ted M., 735-757 





2004 


Mac rocarpaea, 836 

Macrocerini, 223, 

Macroleter, 817 

Macropholidus, 465 

Macros ython, 224 

Maddison and Slatkin test, 158 

Madiinae, 2, 7, 14 

Maesaceae, 861 

Maesa tenera, 861 

Magnoliaceae, 210 

Magnolia warbler, 119 

Magoliids, 226, 384 

Majority rule consensus, 515 
trees, 5-6, 366, 371, 374, 409, 771 

Malaclemys terrapin, 948 

Malacostraca, 980, 989 

Malacostracans, 1002 

Malacothrix typical, 552-553 

Malarial parasites, 111-112 

Malayemys subtrijuga, 948 

Mali firefinch, 141 

Mallochinus, 223, 233 

Mallophaga, 666 

Malpighiales, 384 

Malvacea, 867 

Malvaceae, 914 

Malvales, 226 

Malvanthera, 130, 132 
destruens, 130 
hesperidiiformis, 130 
xylosycia, 130 

Mammalia, 433-447 

Mammals, 68, 70-72, 74, 77, 79, 165, 225, 239, 338, 342, 347, 433-447, 


472, 478, 533, 595, 614, 656, 666-667, 758-759, 762-764, 815-816, 


818, 820, 822 
Mandarina, 760, 763, 766 
Mandibulata, 983, 985-986 
Mandingoa nitidula nitidula, 152 
Manduca sexta, 989 
Maned rat, 533, 535 
Mann-Whitney U test, 6 
Manouria emys, 948 
impressa, 948 
Mantel, 5 
test, 5 
Mantids, 310, 509 
Mantophasmatodea, 508 
Margarops fuscatus, 117, 119 
fuscus, 119 
Marine, 18-24 
Maripa 
glabra, 399 
repens, 399 
Markov 
chain (see also MCMC), 48, 62, 142, 157, 180, 249, 252, 265, 
267, 274, 283, 428, 556, 574, 669, 715, 738, 771, 785, 
887-888, 907 
continuous time, 675, 680 
k model, 52-54, 56-57, 61, 64-65, 329 
model, 38, 327, 486, 641, 669-670, 813, 950 
processes, 809-814 
transition matrix, 39 
Markov chain Monte Carlo (MCMC), 47-67, 99, 197, 244, 248, 


252-254, 261, 265-277, 386, 426-427, 437, 449, 451-453, 457, 459, 
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462-464, 485-495, 556, 571-581, 673-684, 697, 768, 771, 774-775, 
781-792, 794, 797, 860, 882-883, 904-913, 918 
analysis, 48, 506 
estimation, 49, 51 
Metropolis-coupled, 52, 249, 283, 387, 486 
process, 891 
Marpesia petreus, 365 
Marsh rabbit, 434 
Marsupials, 216, 222, 225, 233, 239 
Masaromae. 223, 233 
Mason-Gamer, Roberta J., Reticulate evolution, introgression, and 
intertribal gene capture in an Allohexaploid grass, 25-37 
Mastixia, 500 
Mastixiocarpum, 500 
Mastixiopsis, 500 
Mastomys, 478, 540 
hildebranti, 552-553 
natalensis, 552-553 
Mastotermes, 509 
matK, 497, 835 
Matrix representation, 
with flipping (MRF), 299-302, 304-307 
with parsimony (MRP), 299-300, 302, 304-307, 342-355, 356-357, 
516, 595, 989-1001 


Matthee, Conrad A., Bettine Jansen van Vuuren, Diana Bell, and 
Terence J. Robinson, Molecular supermatrix of the rabbits and 


hares (Leporidae) allows for the identification of five 
intercontinental exchanges during the Miocene, 433-447 
Mauremys leprosa, 948 
iversoni, 948 
pritchardi, 948 
Maxillopoda, 989 
Maximum agreement subtree (MAST) score, 302-306 
Maximum likelihood, 28-29, 38, 47, 49, 64, 96, 99, 102-104, 143, 159, 
193, 196, 203, 244, 248, 252, 254, 257, 265-277, 312, 327, 357, 
384-399, 400-421, 426-428, 436, 438-439, 440, 442, 462, 480, 
485-495, 497, 499, 536, 538, 540, 554, 556, 564, 573, 580, 
585, 590-592, 599, 614, 625, 628, 630-631, 633-634, 638-639, 
644-645, 651-652, 655, 669-670, 673-684, 696-697, 700, 703, 
722-723, 729, 738-740, 747, 761-763, 768, 772, 774, 784, 786, 793, 
809-814, 844, 860, 861, 864, 870, 879-880, 889, 892, 902, 911, 928, 
930, 949-962, 963-967, 978-989 
analysis, 20, 28, 123-124, 130-132, 136, 155, 157, 193, 197, 200, 258, 
396, 426, 585-586, 707, 715, 744, 781, 877-878, 911, 959, 981-983 
bootstrap support, 97 
estimates, 65, 143, 647,678, 878, 880, 883-887, 904, 919 
methods, 979 
mixed models, 244-264 
model, 47, 209, 784, 914 
searches, 197 
trees, 28, 87, 99-100, 158, 160, 197, 199-200, 206, 255, 315, 387, 
393-394, 408, 465, 489, 536, 538, 584, 586, 769, 777, 786-788, 794, 
801, 887, 952, 955, 960, 963, 980, 982-983, 986 
value, 648 
Maximum parsimony (see also parsimony), 28, 38, 41, 45, 87, 96, 159, 
193, 248, 254, 286, 327, 384-399, 408, 410, 417, 436, 439-440, 451, 
453, 521-522, 525-528, 536, 624-625, 628, 630-632, 634, 639, 
644-645, 651-652, 696, 715, 738, 740, 744, 747, 749, 754, 809, 844, 
856, 860, 862, 864, 918, 928, 1005 
analysis, 44, 88, 123-124, 157, 189, 199, 253, 258, 282, 391, 767, 
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finches, 148-149 
lice, 92, 207, 509, 666 
plant, 384-385 
Parasitoids, 400 
Parathrincostoma, 310, 323 
Paratomistoma courtii, 352, 
Pardopsis punctatissima, 
Pareiasuars, 816-818 
Pareuptychia interjecta, 365 
Parhayle hawaiensis, 1003 
Paridae, 112-113, 119 
Parkinson, Christopher L., see Castoe, Todd A., 448-469 
Pariotichus brachyops, 620 
Parmoptila jamesoni, 
Parotomys, 534, 538, 
sp., 552-55 
Parryi, 
Parsimony (see also maximum parsimony), 47, 77, 131, 196, 327, 426, 
, 460, 474-475, 529-532, 644-653, 669, 700, 703, 717, 730, 738, 
, 864, 870, 925, 950, 968, 972, 975, 989 
analysis, 54, 64, 130, 184, 188, 227, 315, 352, 367, 408, 426, 509, 707, 
714-715, 719, 747, 991, 995 
-based tree fitting, 216-243 
Bayesian, 180 
bootstrap tree, 158 
equally weighted, 410, 451-452, 702, 747, 892 
Fitch, 522 
heuristic, 715 
informative characters, 452-453, 772, 919 
linear, 599 
maximum, 28, 38, 41, 45 
occidentalis, 871 
searc h, 312 
sites, 786 
squared-change, 594, 599-600, 602, 614-615 
trees, 158, 159, 182-183, 189, 302, 410, 412, 510, 561, 723, 733 
weeded, 708 
weighted, 707, 989 
Parsimony-informative 
characters, 283-285, 289 
sites, 248, 309, 544-545 
Partitioned 
Bremer support analysis, 319, 366-367, 400, 408, 410, 417, 561, 
566-567, 719, 722, 727 
models, 64 
Partition homogeneity test (see also incongruence length difference 
[ILD] test) , 81-89, 158, 196, 230, 284-285, 537 
-artitioning data, 448-469 
Parula americana, 113, 119 
Parulidae, 112-113, 119 
Parus atricapillus, 119 
Paryphtimoides phronius, 365 
Passeridae, 112 
Passeriformes, 112 
Passeriformesito, 
Passerina cyanea, 119 
Patagioenas fasciata, 94 
Patellapis, 310 
(Chaetalictus), sp. 2, 313 


a 
, 


(Lomatalictus) sp., 31 
- 
, 


(Pachyhalictus) sp., 313 

Patiriella exigua, 18-22 
parvivipara, 20 

ilaris, 20 


reg 
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vivipara, 20 
Pattern-heterogeneity model, 579 
Paulownia, 497 
Pausinystalia johimbe, 178 
macroceras, 179 
Pavlova 
gyrans, 593 
lutheri, 585, 593 
Payne, Robert B., see Sorenson, Michael D., 140-153 
p-distances, 387 
Pearly-eyed thrasher, 117, 119 
Pearson, Adam, see Danforth, Bryan N., 309-326 
Pectinopygus, 154 
Pedatisec ta, 431 
Pedetes, 538 


5 


capensis, 552 
Pedetidae, 552 
Pediaspidini, 50 
Pediaspis, 54, 57, 66 

aceris, 50 
Pedunculata, 252, 
Pegolettia, 530 
Pelletiera, 856 
Pelodiscini, 695, 697, 700, 703 
Pelodiscus, 702, 706 

sinensis, 695, 704-705 


Pelochelys, 695, 698, 700, 


24 
5 


> 
> 


702-706 
bibroni, 695, 704-706 
cantorii, 695, 704-706 
Pelomedusa subrufa, 757 
Peltandra, 423, 426, 430 
virginica, 425 
Peltandrea, 422-423, 429-430 
Pelycosauria, 815 
Penalized likelihood (PL), 100, 105, 109-110, 249, 253, 257- 
543, 861-862, 864, 867 
Penapis, 319 
noldenkei, 313 
toroi, 313 
Pennsylvanian, 594, 598, 602-603, 622 
Penny, David, Inferring phylogenies (rev.), 669-670 
Pentalagus, 433, 438-440, 444-445 
furnessi, 434, 444 
rupestris, 438 
Pentaphylacaceae, 499-500, 502-503 
Penthema formosana, 365 
Perciformes, 225, 831 
Percy, Diana M., Roderic D. M. Page, and Quentin C. B. Cronk, 
Plant-insect interactions: double-dating associated insect and 
plant lineages reveals asynchronous radiations, 120-127 
Pérez-Losada, Marcos, Georgina Bond-Buckup, Carlos G. Jara, and 
Keith A. Crandall, Molecular systematics and biogeography of 
the southern South American freshwater “crabs,” Aegla 
(Decapoda: Anomura: Aeglidae) using multiple heuristic tree 
search approaches, 767-780 
Pérez-Losada, Marcos, Jens T. Hgeg, and Keith A. Crandall, 
Unraveling the evolutionary radiation of the Thoracian 
barnacles using molecular and morphological evidence: a 
comparison of several divergence time estimation approaches, 
244-264 
Performance of flip supertree construction with a heuristic algorithm, 
Oliver Eulenstein, Duhong Chen, J. Gordon Burleigh, David 
Fernandez-Baca, and Michael J. Sanderson, 299-308 
Periclistus, 56 
brandtii, 50 
Peridexia, 555 
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fulvia, 557,570 
Peridinium foliaceum, 593 
Peripatopsidae, 225, 233 
Permian, 594, 619 
lower-, 595, 598, 600, 602, 604, 613, 616, 619, 622 
mid-, 598, 622 
upper-, 594, 598, 619, 622 
Permutation tail probability (PTP) test, 979-980, 987 
Permutation tests, 228-229 
Perodicticus, 84 
potto, 84 
Peromyscus, 479 
leucopus, 552-553 
petD, 27 
Peters’ twinspot indigobird, 141 
Petroc optis, 925 
pyrenaica, 916 
Petrolacosaurus kansensis, 620 
Petromyscinae, 534, 540, 542, 547, 552-553 
Petromyscus, 534, 544 
monticularus, 552-553 
Pei C, 914, 929 
Phaeocystis antarctica, 593 
Phalanta phalanta, 366 
Phanacis centaureae, 50 
hypochoeridis, 50 
Pharmacosycea, 130 
insipida, 130 
Pharoideae, 27 
Pharus, 29 
Phasmida, 510 
Phasmids, 207 
Phellinaceae, 225 
Phenotypes, 15, 599, 644-645 
Phenotypic, 
character, 290, 349 
distance, 14 
measurements, 14 
Pheucticus ludovicianus, 119 
Philaethria wernickei, 366 
Philetarius socius, 153 
Philodendr, 423 
Philya sp., 405 
Phlegethontia cf. longissimi, 619 
Phlomis, 50 
Phodopus sungorus, 552-553 
Pholiderpeton scutigerum, 619 
Pholidobolus, 465-466 
macbrydei, 466, 468 
montium, 468 
Phoresis, 165-173 
Phoronids, 663 
Phrynosoma meallii, 757 
Phthiraptera, 154-164, 165-173, 666 
Phyllodocida, 662 
Phyllonomaceae, 503 
Phyllotini, 547 
Phyllotis, 534 
xanthopygus, 552-553 
PhyloCode, see Rank-free classification, 68, 70-71, 77-78, 815-821 
Phylogenetic 
accuracy, 82-83, 87, 181, 188, 333, 335, 654, 657, 730, 979, 987 
analysis, 1-17 
artifacts, 582-593 
assumptions, 638-643 
autocorrelation, 132, 138 
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autoregression, 129 

characters, 333, 348, 473, 711, 727, 754, 934, 1002 
congruence, 120 

consensus, 516 

constraint, 228, 933-948 

data, 125, 595, 630-631, 634, 641-642, 823, 825 
definition, 70 

estimates, 334, 438, 450, 639, 642, 685 
framework, 128, 402, 462, 782, 815 

generalized least squares (PGLS), 132 
38, 154, 161, 163, 566-567, 678, 696, 912 
hypothesis, 68, 71,120, 193, 255, 342, 349, 352, 356-359, 386, 394, 
417-418, 449-450, 465, 515, 546, 646, 650, 664, 677, 693, 711, 769 


772, 781, 785, 795, 844, 915 


135, 


history, 128 


inaccuracy, 979 

inference, 47-48, 64, 189, 254, 384, 386, 392, 436-437, 451, 463, 480, 
582, 584, 623-624, 638, 640, 644, 674, 706-707, 744, 793, 879 

information, 634, 654, 670, 705, 825, 979, 991 

markers, 693 

methods, 485, 623, 628, 630-632, 634-635, 640-641, 908 


model, 81, 486, 881, ‘ 


molecular, 663, 735 
nomenclature, 78, 815-821 
38, 81, 177, 193, 197-199, 449, 451-452, 460, 462, 475, 


483, 515, 528, 963-967 


reconstruction 


relationships, 111, 178, 193, 203, 248, 358, 395-396, 546, 612, 695, 727, 


n2 
4II9 


775, 835, 860,864, 871, 961, 979, 1002 

signal, 38, 246, 330, 337, 351, 354, 494, 545, 566-567, 594, 599-600 
602, 615-616, 623-637, 979 

structure, 438, 442 

25, 92, 95, 


studies, 1, 338, 417, 448, 470, 583, 624, 638, 640, 711, 744, 


817, 867, 869, 931 

study, 395 

supertrees, 516 

systematics, 816 

taxonomy 736, 815 

tracking, 125 

tree, 20, 112-113, 115, 123, 157-158, 229, 237, 300, 306, 328, 331, 434, 
448, 469, 496, 516, 572-574, 623, 633, 635, 638-639, 673-674, 676, 
685, 691, 694, 775, 777, 789, 800, 809, 835, 892, 904-906, 914, 963 

1004-1005 


uncertainty, 674, 677, 680-681 


987, 989 


Phylogenetic artifacts can be caused by Leucine, Serine, and Arginine 
codon usage heterogeneity: Dinoflagellate plastid origins as a 
case study, Yuji Inagaki, Alastair G. B. Simpson, Joel B. Dacks, 
and Andrew J. Roger, 582-593 

Phylogenetic definition of reptilia, Sean P. Modesto and Jason S 

Anderson, 815-821 

Phylogenetic mixture model for detecting pattern—heterogeneity in 
gene sequence or character-state data, Mark Pagel and Andrew 
Meade, 571-581 

Phylogenetics, 95-110, 333-342, 388, 448, 485-495, 515, 568, 571, 
638-643, 669-670, 794-795, 804-805, 905, 949, 959-961, 
1003—1006 

Bayesian, 877-888 

molecular, 758, 835, 837, 978 

plant, 914 
vertebrate, 693 

Phylogenetics—Charles Semple and Mike Steel, Yun S. Song and 
Jotun Hein (rev.), 1003 

Phylogenomics, 470-484 

Phylogeny, 1, 
120-127, 165-173, 


299-308, 309-326, 358, 363-383, 400-421, 422-432, 433-447 


448-450, 459, 463, 470-484, 497, 506, 508, 510, 512-513, 517, 532, 


533, 536, 540, 546, 571-581, 639, 644-653, 654, 662-663, 667 


SYSTEMATIC BIOLOGY 


15, 25-37, 49, 63, 66, 81, 83, 90, 98, 102-103, 106, 111-119, 
194, 200, 221, 226-227, 229, 244-264, 278-298, 
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673-684, 685-692, 693-710, 711-712, 719, 731, 735-757, 758-766, 
784, 798, 800, 809-814, 817, 820, 822-834, 846, 852, 856-876 
889-903, 905-906, 928, 933-934, 936, 963, 976, 978-989 
989-1001, 1002 

concatenated gene, 582-593 

DNA, 6 

estimation, 265, 274, 786 

molecular, 38-46, 122, 128, 131, 134, 158, 193, 445, 658, 825 

morphological, 2 

parasite, 163 

plant, 391, 654, 657 


reconstruction, 333-342, 653, 970 


Phylogeny and divergence-date estimates of rapid radiations in 


Muroid rodents based on multiple nuclear genes, Scott J. 
Steppan, Ronald M. Adkins, and Joel Anderson, 533-553 
Phylogeny of Agrodiaetus Hiibner 1822 (Lepidoptera: Lycaenidae) 
inferred from mtDNA sequences of CO! and COII and nuclear 
sequences of EF1-a: karyotype diversification and species 
radiation, Nikolai P. Kandul, Vladimir A. Lukhtanov, 
Alexander V. Dantchenko, James W. S. Coleman, Cagan H 
Sekercioglu, David Haig, and Naomi E. Pierce, 278-298 
Phylogeny of the Nymphalidae (Lepidoptera), André Victor Lucci 
Freitas and Keith S. Brown Jr., 363-383 
Phylogeography, 18-24 
statistical, 781-792 
Phylogram, 543 
Phymaturus indistinctus 
somuncurensis, 757 
Phrynocephalus, mystaceus, 757 
raddei, 757 
Physconelloides, 92 
spencer, 94 
Physignathus cocincinus, 757 
lesueurii, 757 
Physiography, 90 
Physiological characters, 822 
Phytochemical characters, 867 
Phytophagous insects, 120, 126 
Picea sp., 713 
Picicola, 156 
capitatus, 156 
porisma, 156 
snodgrassi, 156 
sp., 156 
Piciformes, 154, 170 
Pierce, Naomi E., see Kandul, Nikolai P., 278-298 
Pierella lamia, 365 
Pieridae, 195 
Pierisnapi, 195, 197 
Pieridae, 364, 374 
Pigeons, 92, 169 
band-tailed, 92 
New Zealand, 92 
Pig-nosed turtle, 694 
Pika, American, 434 
Pilipalpinae, 224 
Pimelia, 760, 763, 766 
Pinellia, 422-423, 426, 428-429 
cordata, 425 
ternate, 425 
Pinellieae, 423-424 
Pink-backed firefinch, 141 
Pink black-faced waxbill, 141 
Pin-tailed whydah, 141, 144 
Pinus albicaulis, 782, 790 
sitchensis, 713 
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Pipa pipa, 944 
Pipilo erythrophthalmus, 119 
Piranga, 113 
olivacea, 117, 119 
rubra, 117, 119 
Pisani, Davide, Identifying and removing fast-evolving sites using 
compatibility analysis: an example from the arthropoda, 
978-989 
Pistia, 422-423 
corrugate, 423 
stratiotes, 422-423, 425, 429 
Pistieae, 423 
Pistioideae, 423 
Placentals, 239 
Placosoma, 465 
cordylinum, 468 
glabellum, 468 
Placozoans, 663 
Plagiotrochus, 56 
quercusilicis, 50 
Plagopterin fishes, 842 
Plantaginaceae, 870 
Plant-insect interactions, 120-127 
Plant-insect interactions: double—dating associated insect and plant 
lineages reveals asynchronous radiations, Diana M. Percy, 
Roderic D. M. Page, and Quentin C. B. Cronk, 120-127 
Plant systematics: a phylogenetic approach, 2” ed., Richard Olmstead 
(rev.), 517-518 
Plants, 9-10, 14-15, 66, 94, 96, 216, 222, 225, 233-234, 236-238, 323, 374, 
400, 472, 583, 656, 731, 760, 762, 837, 914 
austral, 217 
flowering, 391, 496-497, 502-503 
herbaceous, 49 
leguminous, 122 
morphology, 10 
parasitic, 384-385 
phylogenetics, 914 
phylogeny, 391, 654, 657 
polyploid, 35 
systematics, 517-518, 835 
vascular, 517 
woody, 49 
Platacanthomyinae, 535, 542, 547 
Plantaginaceae, 502 
Plasmid DNA, 178 
Plasmids, 450, 859 
Plastid, 583-591, 856, 914 
DNA, 835 
evolution, 582-593 
genome, 385, 836 
Plasmodium, 111-119 
falciparum, 112 
Platacanthomyidae, 534 
Platycentrini, 404 
Platycentrus sp., 404 
Platycotis minax, 405 
sp., 405 
tuberculata, 405 
Platynus aeneipennis, 
bacatellus, 977 
brunnellus, 977 
caerulipennis, 977 
crypticulus, 977 
decorellus, 977 
degallieri, 977 


dominicensis, 977 
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elliptolellus, 977 
flavomarginatus, 977 
franiai, 977 
imitativus, 977 
machetellus, 977 
marginissimus, 977 
nitidulus, 977 
ovatulus, 977 
pygmaeus, 977 
rotundulatus, 977 
rufulus, 977 
rugulellus, 977 
Platypodime, 712 
Platyrrhini, 472 
Platyscapa, 130 
corneri, 130 
fischeri, 130 
Plebejus argus, 285-286, 298 
Plebicula, 278-280, 287, 289, 292, 298 
dorylas armena, 284, 286, 288 
Plec tostylus, 225 
Pleistocene, 18, 22, 199, 222, 556, 615, 776, 782, 789-790, 
852, 870 
late-, 22, 852 
Pleistodontes, 130, 132 
plebejus, 130, 132 
rieki, 130 
rigisamos, 130 
Plesiofornax, 224 
Plesiomorphic characters, 522, 695 
Plethodon idahoensis, 781-792 
larselli, 782, 784, 786 
vandykei, 781-792 
Plethodontids, 594, 786 
Pleurochrysis carterae, 593 
Pliocene, 124, 218, 239, 615, 781, 870-871 
early-, 781 
Ploceidae, 112, 153 
Ploceid finches, 142 
Plocepasser mahali, 153 
Ploceus ocularis, 153 
Poaceae, 25-37, 188, 226 
Poales, 226 


Pocket gophers, 166, 172 


/ 
~ 
3 


Podonominae, 223, 23 
Poecilasma, 262 
inaequilaterale, 247 
Poelagus, 433, 435, 437, 439-441, 444 
marjorita, 434 
Poephila cincta, 152 
Pogonophoridae, 664-665 
Poisson 
corrected distances, 586 
model, 328-329 
Pol, Diego, Empirical problems of the hierarchical likelihood ratio test 
for model-selection, 949-963 
Polemoniaceae, 861 
Pollen characters, 836-837 
Pollicipes, 253, 262 
pollicipes, 247 
polymerus, 247 
Polycentropus interruptus, 989 
Polychaeta, 662 
Polygonia, 374 
Polymerase chain reaction (PCR), 20, 97, 99, 105, 110, 112, 155, 157, 
177-181, 190-191, 195, 310-311, 343, 351, 387, 407, 536, 554, 556, 
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695-698, 715, 737, 769, 842-843, 858-859, 914-915, 917-918 920, 
925, 930 

amplification, 100, 108, 566, 714, 783 

Polymorphic characters, 657 

Polymorphisms, 177-192 


DI, 
i rT 


ynmatus, 278-298 
284-285, 288, 290, 298 
is, 284 


rsites, 284, 290, 298 


285, 288, 290, 298 


Polyploid plants, 35 


Polyploidy 


25-37 


num, 503 


Dp 
Pons, Joan 


Cardoso, and Alfried P. Vogler, Using exon and intron 


limothy G. Barraclough, Kosmas Theodorides, Anabela 


sequences of the gene Mp20 to resolve basal relationships in 
( idela (Coleoptera: Cicindelidae), 554-570 

Pooideae 27 31 

Popp, Magnus and Bengt Oxelman, Evolution of a RNA polymerase 


gene family in Silene (Caryophyllaceae)—incomplete concerted 
evolution and topological congruence among paralogues, 


914-933 


xta 399 


Poraneae, 396, 

Porcelianidae 

Porifera, 665 
1purpi 


q; 
i 


224 


Posada, David and Thomas R. Buckley, Model selection and model 


lis 


averaging in phylogenetics: advantages of akaike information 
criterion and Bayesian approaches over likelihood ratio tests, 
793-808 
Post—Pleistocene expansion, 781-792 
Posterior probability, 265-277 
Potalia, 835-836 
vans R36 
Potalieae, 836 
Potaliinae, 836-837 
Potentilla, 50 
Potnia, 418 
gladiator, 405 
sp 405 
otwarmus, 548 


,ouched rats, 534 


is, 198 


Praepapilioninae, 198 


Pragian, 598 
Prairie warbler, 119 
aS 

Praomys 


taittas GED 
tae, JD2 


Precambrian, 258 
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Preponini, 365 
Priamides, 203 
Primates, 472, 758, 760 
Primula, 856, 858, 867, 869, 871 
algida, 874 
heterochroma, 874 
juliae, 874 
kitaibeliana, 862, 874 
palinuri, 861 
scandinavica, 874 
sect. Auricula, 869 
sieboldii, 861 
sinolisteri, 874 
veitchiana, 861 
veris, 874 
Primulaceae, 856-876 
Princeps, 194, 200, 203, 206-207, 209-210 
Principle component analysis (PCA), 10, 15, 936, 938 
Prionodactylus, 466 
Prior distributions, 877-888 
Prior probability, 904-913 
Priscansermarinus, 250, 258 
Pritchard, Peter, see Claude, Julien, 933-949 
PRKCI, 433, 435, 437-441, 443 
Problematic characters, 657 
Procellosaurinus, 465 
erythrocercus, 468 
tetradactylus, 468 
Procolophonians, 816-818 
Procrustes analysis, 935 
Prov toporus, 465-466 
bolivianus, 449, 468 
cashcaensis, 468 
colomaromani, 468 
guentheri, 468 
ventrimaculatus, 457, 466, 468 
Procyrta pectoralis, 404 
Procyrtini, 404 
Prodirhagus, 225 
Progonomys, 547-548 
Prokaryotes, 96 
Pronghorn, 679, 682 
Pronolagus, 433-434, 436, 438-442, 444 
crassicaudatus, 434, 438, 440 
randensis, 434, 439-440 
rupestris, 434, 440 
saundersiae, 434, 438, 440 
Pronophilini, 365 
Pronotal characters, 402 
Propithecus, 84, 87-88 
tattersalli, 84 
Prorocentrum, 585-587 
micans, 585, 593 
Proscelotes eggeli, 757 
Proscotolemon sauteri, 988 
Protaegla miniscula, 776 
Protareae, 423 
Protarum, 422-423, 428-430 
sechellarum, 422, 425, 428-429 
Proteaceae, 226 
Proteales, 226, 496 
Protein-coding, 
genes, 47, 51, 57, 65, 97, 99-100, 103, 154, 157, 389, 409, 413, 448-449, 
463, 497, 571, 579, 582, 655, 693-694, 696, 698, 707, 736, 738, 
762-763 


sequences, 697 
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Proteobacteria, 95 
Proterogyrinus scheelei, 619 
Prothoracica, 263 
Prothyma, 555, 557 

sp., 558, 570 
Protocaptorhinus pricei, 620 
Protoc lepsydrops, 598 
Protodufourea parca, 313 
Protorothy ridids, 818 
Protura, 509 
Proverruca, 250 
Pruning algorithm, 688 
Felsenstein, 685, 691 
Prunus serotina, 15 

viginiana, 15 
Prymnesium parvum, 593 
psa. 1, 582-584, 586, 590, 593 
psb 4, 582-587, 589-590, 593 
psbE-], 384-387, 389-390, 399 
psbl , 395 
Pseudacris, 266 
Pseudagapostemon, 310 
brasiliensis, 313 
pissisi, 313 
Pseudapis unidentata, 313 
Pseudemys concinna, 947 

floridana, 947 

nelsoni, 947 

rubriventris, 947 
Pseudergolini, 375 
Pseudochydorus globosus, 989 
Pseudocinchona mayumbensis, 179 
Pseudogenes, 177-192 
Pseudoploydesmus serratus, 989 
Pseudoprimula, 858, 862, 867, 871, 874 


Pseudoreplication, 356-359 


Pseudoroegneria, 25, 29, 31, 33-34 
libanotica, 26, 31 
spicata, 26, 31 
stipifolia, 26 


strigosa ssp. aegilopoides, 


26, 31 
Pseudoscorpiones, 988 
Pseudothecadactylus lindneri, 757 
Psuedotsuga heterophyla, 781 
Pseudoxycheila, 555 
chaudoiri, 555, 557, 570 
Psilophthalmus, 465 
paeminosus, 469 
Psocopteran, 509 
Psyllids, 120-125 
Psylloidea, 122, 124 
Pteroglossus, 156, 158-159 
aracari, 156 
beauharnaesii, 156 
bitorquatus, 156 
flavirostris mariae, 156 
i. humboldti, 156, 159 
i, inscriptus, 156, 159 
torquatus, 156 
Pterourus, 193-195, 200, 203-204, 208-210, 212 
Pterygota, 506, 509-510 
Ptilocleptis, 310 
Ptychoglossus, 449-450, 452-453, 456, 460, 465 
brevifrontalis, 450, 452, 465, 469 
orcesi, 468 
simoterus, 468 
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sucullucu, 468 
unicolor, 468 
unsaacae, 468 
sp. K19, 468 
Ptyonius marshii, 619 
Publilia, 419 
Puerto Rican bullfinch, 119 
Pulsatilla alpina s.1., 871 
Pulvinifera, 664 
Pupae, 363-383 
Purple grenadier, 141 
indigobird, 141 
Purvis coding, 989, 991-994, 997-999 
P-values, 82-88, 200, 229, 268, 395, 409-410, 437, 440, 542, 590, 612, 
794-795 
Pycnonotidae, 112 
Pygmy rabbit, 434, 444 
Pygopodidae, 
Pygopodines, 754 
Pylaiella littoralis, 593 
Pyrenestes ostrinus, 152 
Pyrenomonas helgolandii, 593 
Pyrgauchenia brunnea, 404 
Pyrochroidae, 224 
Pyrrhogyra ophni, 366 
Pyrrhosticta, 194, 203 
Pytilia, 141, 145 
afra, 141, 152 
hypogrammica, 141, 152 
lineata, 141, 152 
melba citerior, 141, 152 
melba grotei, 152 
melba percivali, 152 
phoenicoptera, 141, 152 
Pytilia, orange-winged, 141 
red-faced, 141 
red-winged, 141 
yellow-winged, 141 
Pyxidea mouhotii, 948 


Quail-finch indigobird, 141 
Quantitative characters, 1 
Quelea quelea, 153 

Quercus, 50 

Quintinia, 497, 503 


R35, 694, 696, 698, 703, 708 
Rabbits, 433 
Amami, 434 
Annamite striped, 434 
Bunyoro, 434 
European, 434 
Hewitt’s red rock, 434 
Jameson’s red rock, 434 
Marsh, 434 
Natal red rock, 434 
Pygmy, 434, 444 
Riverine, 434 
Smith’s red rock, 434 
Sumatran, 434 
Swamp, 434 Teporingo, Volcano 434 
Rafetus, 698-70, 702-705, 707 
euphraticus, 695-696, 699-700, 704-706 
swinhoei, 695, 704-705 
Rafflesia, 384 
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Rafting, 18-24 
RAG-1, 34 535-538, 540, 544-546, 549, 552-553, 693 
5-737, 739-740, 744-747, 754, 757 


Rainbow trout, 629 


72 
4 


Ramosella thalli, 405 
Ramphastidae, 154-164 
Ramphastos, 154-156, 158-159, 161 
brevis, 156 

sulfuratus, 156 

swainsonii, 156 

toco, 154-156 


} , 
IVE 


Rana pipiens 

Random 
addition (RA) replicates, 248 
taxon-addition replicates, 366-367, 426-427 

302, 408, 413, 427, 490, 601-602, 611, 738 


228-229 


trees, 228, 249 
Randomization tests 
Rank-free classification, see PhyloCode, 693-710 
Rannala, Bruce, see Huelsenbeck, John P., 904-914 
Ranunculaceae, 177, 870 
Ranunculales, 496 
Ranunculus glaciali 
Rapona tilii 
Rate 

heterogeneity, 248, 571-581, 623-637 

of evolution, 148-149, 193, 257, 409, 448, 485, 535, 537, 571, 811 
Ratite, 216, 222, 225 
Rats 

bamboo, 534 

blind mole, 534 

cotton, 534 

giant African pouched, 533 
maned, 534, 535 
mole, 534, 538, 546 
Norway, 633 
Old World 
pouched, 534 
rock, 534 
vood, 534 


Rattus, 533, 538, 540, 547-548 


533, 540 


CQICU 


vegicus, 552-553, 634 

Razafimandimbison, Sylvain G., Elizabeth A. Kellogg, and Birgitta 
Bremer, Recent origin and phylogenetic utility of divergent ITS 
putative pseudogenes: a case study from Naucleeae 
(Rubiaceae), 177-192 

rbcL, 177, 188-189, 384-387, 389-390 


rDNA 


mitochondrial, 769 


399, 496-497, 503 


190, 248, 479, 862, 892, 950 


nuclear, 769 

Recent origin and phylogenetic utility of divergent ITS putative 
pseudogenes: a case study from Naucleeae (Rubiaceae), 
Sylvain G. Razafimandimbison, Elizabeth A. Kellogg, and 
3irgitta Bremer, 177-192 

Red-billed firefinch, 141 

Red-eyed vireo, 117, 119 

Red-faced pytilia, 141 

Red-footed booby, 154 

Red-rumped waxbill, 141 

Red squirrel, 434 

Red-winged pytilia, 141 


Red-winged blackbird, 119 


SYSTEMATIC BIOLOGY 


Reithrodon, 548 
auritus, 552-553 
Reithrodontini, 547 
Reithrodontomys, fulvescens, 552-553 
sumichrasti, 
RELI 
distribution, 87 
model, 249, 772, 980 
test, 488-489 
Remington, D. L., see Kirchoff, B. K., 1-17 
Remipedia, 980, 989 
Remusatia, 422-423, 430 
vivipara, 425, 430 
Renner, Susanne S. and Li-Bing Zhang, Biogeography of the Pistia 
clade (Araceae): based on chloroplast and mitochondrial DNA 
sequences and Bayesian divergence time inference, 422-432 
Reptiles, 74, 77, 90, 111, 654, 731, 735, 815-821 
Reptilia, 225, 448-469 
Reptilomorphs, 594-595, 598, 600, 602-604, 608-612, 614, 616, 618, 620 
Rescaled consistency index, 6 
Restionaceae, 226, 233 
Restriction fragment length polymorphism (RFLP) matrices, 343, 
347, 351 
Retama, 124 
Retention index, 181, 200, 283, 367, 390, 410, 437, 479, 561, 717, 719, 
733, 738, 740, 846, 919 
Reticulate evolution, 25-37 
Reticulate evolution, introgression, and intertribal gene capture in an 
Allohexaploid grass, Roberta J. Mason-Gamer, 25-37 
Rhabdomys pumilio, 552-553 
Rhachisaurinae, 449, 465 
Rhachisaurus, 450, 452-453, 456-457, 460, 462, 465 
brachylepis, 449, 465, 469 
Rhagomicrus, 225, 233 
Rhamnaceae, 124-125 
Rhamphotyphlops australis, 757 
braminus, 757 
Rhea, 226 


Rhinetula, 310 


( 
313 


denticrus, 
Rhineura, 746-747 
floridana, 757 
Rhineuridae, 746, 753 
Rhinoclemmys, 944 
annulata, 948 
areolata, 948 
diademata, 948 
funereal, 948 
nasuta, 948 
pulcherrima, 948 
punctularia, 948 
Rhiodenticulatus heatoni, 620 
Rhipidomys masticalis, 552-553 
Rhizocephala, 244, 246-247, 252, 256, 258, 262, 264 
Rhizocladus, 130 
baeuerlenii, 130 
odoardi, 130 
Rhizomyidae, 534, 546 
Rhizomyinae, 533-535, 538, 542-544, 546-547, 
Rhizomys, 538, 546 
pruinosus, 552 
Rhodella violacea, 593 
Rhodomonas abbreviate, 593 
Rhodosaurus marinus, 593 
Rhodus, 56 


oriundus, 50 
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Rhopalocera, 208 
Rhynchocephalia, 752 
Rhynchomys, 540 


isarogensis, 552-553 


Rhynchonkos stovalli, 620 

Ribonuclease, 674, 677-679 

Richter, S. J., see Kirchoff, B. K., 1-17 

Ricinulei, 988 

Ricklefs, Robert E., Sylvia M. Fallon, and Eldredge Bermingham, 
Evolutionary relationships, cospeciation, and host switching in 


avian Malaria parasites, 111-119 
Rimisia, 280, 298 
miris, 286, 298 
Riolama, 465 
Rivacindela, 555, 557-558, 564, 566 


aurifodina, 570 


Riverine rabbit, 434 
RNA, 27, 38, 180, 275, 386, 561, 582, 677, 917 
mitochondrial, 311, 556 
polymerase, 914-932 
Roaches, 509 
Robertsonian 
evolution, 474 
fusion, 474 
translocations, 474, 484 
Robinson—Foulds score, 302 
Robinson, John, see Jermiin, Lars S., 638-643 
Robinson, Terence J., see Dobigny, Gauthier, 470-484 
Robinson, Terence J., see Matthee, Conrad A., 433-447 
Robinsonia, 760, 763, 766 
Rock firefinch, 141 
Rock rats, 534 
Rock wallabies, 172 
Rodents, 472, 533, 568 
Rodentia, 166, 435 
Roe, 679 
Rollers, 170 
Romeria primus, 620 
Romerolagus, 433, 438-440, 444 
diazi, 434 
Ronquist, Fredrik, see Nylander, Johan A. A., 47-67 
Ronquist, Fredrik, see Sanmartin, Isabel, 216-243 
Rooted trees, 989 
Rophitinae, 313, 315, 319, 321, 323-324 
Rosa, 50 
multiflora, 
Rosaceae, 50, 124-125, 190, 207, 209-210 
Rose-breasted grosbeak, 119 
Rosids, 503 
Rosy twinspot, 141 
Rotifers, 665 
Roussea, 497 
Roy, Michael S., see Waters, Jonathan M., 18-24 
RPA2, 914-916, 919-920, 928-931 
RPB2, 384-399, 914-916, 918-920, 925, 928-931 
RPC2, 915-916, 925 
RPD2, 914-920, 925, 929, 931 
rpl2, 384, 386-387, 389-390, 399 
rpl20-rps12, 422, 425-426, 428 
rpoa, 25-27 
rps16, 497, 915-916, 918-920, 925, 930-931 
rps, 11, 27 
rpsB, 95, 97-100, 102-104, 108 
rRNA, 21, 38-46, 179, 182, 448-449, 451, 453, 457, 461, 464, 506, 508, 
511, 764, 914 
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Rubiaceae, 177-178, 190, 496 
Rubioideae, 190 
Rubus, 50 
Ruizantheda, 310 

mutabilis, 313 

proxima, 313 
Rumanzovia, 199 
Ruminants, 679, 683 
Rutaceae, 207, 209-210, 212 


Rytidosperma, 226, 233 


S7, 842-844 
Sacalia bealei, 948 
Saccharomyces, 334 
Saccifolieae, 837 
Saccifolium, 835 
Sacculina carcini, 246-247 
Sahel paradise whydah, 141 
Sakmarian, 622 
Salamanders, 90, 782, 790, 815 
Salicaceae, 210 
Sallya natalensis, 366 
Salmo salar, 989 
Salmon, 989 
Salmonella typhimurium, 105-106, 110 
Salvia, 50 
Samolus, 856 
Sampling properties of the bootstrap support in molecular 
phylogeny: influence of nonindependence among sites, 
Nicolas Galtier, 38-46 
Sanderson, Michael J., see Eulenstein, Oliver, 299-308 
Sanmartin, Isabel and Fredrik Ronquist, Southern hemisphere 
biogeography inferred by event-based models: plant versus 
animal patterns, 216-243 
Santalales, 384 
Santonian, 496, 499-500 
early-, 500 
Saphonecrus, 51 
Sarcocephalus, 190 
latifolius, 179, 189 
pobeguinii, 189 
Sarcopterygians, 598, 618 
Satyrinae, 363-365, 367, 372, 374 
Saurauia, 499-500 
alenae, 500 
antique, 500 
Sauria, 817-818 
Sauromalus obesus, 757 
Sauromatum, 423, 431 
Sauropleura scalaris, 619 
Sauropsida, 815-821 
Sauropsids, 604, 608-612, 614, 620 
Savage—Dickey ratio, 53, 797 
Saxonerpeton geinitzi, 620 
Scaevola, 497 
Scalpellomorpha, 244, 247, 250-253, 255-256, 258, 263 
Scaly-breasted thrasher, 119 
Scanning electron microscopy (SEM), 364 
Scaphispatha, 426 
Scarlet tanager, 117, 119 
Sceloporus grammicus, 757 
Scelotes anguineus, 757 
Schizanthus pinnatus, 386 
Schizophis graminum, 105 
Schneeweiss, Gerald M., Peter Schénswetter, Sylvia Kelso, and 
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Harald Niklfeld, Complex biogeographic patterns in androsace 
(primulaceae) and related genera: evidence from phylogenetic 
analyses of nuclear internal transcribed spacer and plastid 
trnL—F sequences, 856-877 

Schénswetter, Peter, see Schneeweiss, Gerald M., 856-877 

Schulmeister, Susanne, Inconsistency of maximum parsimony 
revisited, 521-528 

Schultesia, 836 

Scincella pota 

Scincidae 

Scincinae, 754 

Scincoidea, 736, 744 

Scincomorpha, 736, 753 

Scincosa 


irus crassus, 619 


Sciuridae, 552 


Scleroglossa 
Scoliidae, 108 
Scolytinae, 711-734 
Scorpaeniformes, 831 
Scorpion flies, 509 

la. 585-586 

idea, 584, 593 
S phularia, 497 
Scrophulariaceae, 502 
Sea skaters, 207 


Secondary structure 


Seed figs, 136 
Cotesvue mamal 
119 


Sekercioglu, Cagan H 


Kandul, Nikolai P., 278-298 


Selection, 933-948 


S 


Semu-strict 
consensus, 515 
consensus trees, 5-6 
Sempervivoideae, 760, 763-764, 766 
S ilgar 859 
Septentrionalis, 867, 871 
Sequence evolution, 571-581, 638-643, 669, 
674, 678 
Sequential character removal (SCR), 530 
serpentes 7 757 


Serpukhovian, 604, 622 


Serrifornar 
x 


995 
Sessilia, 244, 247, 252 


2) 


nsis, 619 


tiuanensis, 619 


Seymouriamorphs, 598, 618 


Seython, 225 
Shaffer, H. Bradley, see Engstrom, Tag N., 693-710 
Shaft-tailed whydah, 141, 144 

Sharks, 758 


Sheep 679 


SYSTEMATIC BIOLOGY 


VOL. 53 


Shimodaira—Hasegawa test, 20, 81-89, 96, 103-104, 249, 254-257, 388, 
392-395, 488-489, 537, 670, 717, 722, 727, 739, 746, 771-772, 

775-776, 930, 980, 983-984 

753 


Shinisaurus, 736, 746, 75 
crocodilurus, 757 

Short-tongued bees, 309 

Sialia mexicanus, 113, 119 
sialis, 113, 119 

Siboglinidae, 664 

Sida crystalline, 989 

Siddall, Mark E., Invertebrates (rev.), 664-665 

Siderone marthesia, 365 

Siebenrokiella crassicolis, 948 

Sigillaria, 616 

Sigmodon, 534, 538, 540, 542, 546, 548 

5? 3 


hispidus, 552-55 


Sigmodontinae, 533-55 
Silene, 914, 919-920, 925, 929 
acaulis, 916, 918, 920, 929-930 
ajanensis, 916 
baccifera, 916 
bergiana, 916, 918, 920, 925, 929 
conica, 916 
fruticosa, 916, 918, 920, 925, 929-930 
keiskei, 916, 920, 925, 928 
linnaeana, 916, 920, 928-930 
grescens, 916, 925, 928 
nivalis, 916, 918, 920, 929-930 
noctiflora, 916 


nocturna, 916, 920, 925, 929 


nis 


parishii, 916, 920, 925, 928 
pentelica, 916 
rotundiflora, 916, 925, 928 
schafta, 916, 920, 925, 929 
zawadskii, 916, 928 
Sileneae A 914-932 
Silverfish, 989 
Silverswords, 760, 763-764, 766 
Silvianthemum, 503 
Simpson, Alastair G. B., see Inagaki, Yuji, 582-593 
Simulation (see Monte Carlo simulation) 
Simulation model, 575 
Simulation study, 299-308 
Simulium congareenarum, 989 
Single-copy genes, 554-570 
Single-copy nuclear genes recover Cretaceous—age divergences in 
bees, Bryan N. Danforth, Sean G. Brady, Sedonia D. Sipes, and 
Adam Pearson, 309-326 
Sinoprinceps, 194, 206 
Sipes, Sedonia D., see Danforth, Bryan N., 309-326 
Siproeta stelenes meridionalis, 366 
Sipuncula, 664 
Siro acaroids, 988 
Site independence, 38—46 
Sites-specific 
gamma, 448-469 
gamma model, 485 
model, 492 
Sites-specific rates (SSR) model, 312, 315, 408, 410, 412, 5 
Skeletonema costatum, 593 
Skinks, 735, 754 
Slow-fast method, 978-979, 983-984, 986-987 
Smerdalea horrescens, 404 
Smiliinae, 404, 417 
Smith, Vincent S., Chewing lice: world checklist and biological 
overview (rev.), 666-668 
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Smith’s red rock rabbit, 434 

Smyrna blomfildia, 366, 374 

Snails, 760 

Snakes, 90, 654, 735-736, 745, 749, 752-753, 816-817 

Snir, Sagi, see Chor, Benny, 963-968 

Snowshoe hare, 434 

Snyderichthys copei, 852 

Sober, Elliott, Contest between parsimony and likelihood, 644-652 

Social evolution, 400-421 

Softshell turtles, 694-695, 699-700, 702-708 

Soft-tissue characters, 749 

Solanaceae, 399, 496 

Solanales, 386, 496-497, 502-503 

Soldanella, 856, 869 

Montana, 861 
Soldanellinae, 869 
Solenodonsaurus, 598, 603, 609 
janenschi, 620 

Sonchus, 760, 763, 766 

Song birds, 112, 170, 760, 763 

Song, Yun S., and Jotun Hein, Phylogenetics—Charles Semple and 
Mike Steel (rev.), 1003 

Sophora, 22 

Sorenson, Michael D., Christopher N. Balakrishnan, and Robert B. 
Payne, Clade-limited colonization in brood parasitic finches 
(Vidua spp.), 140-153 

Sorex araneus, 472 

Southern beeches, 216 

Southern-hemisphere, 216-243 


Southern hemisphere biogeography inferred by event-based models: 


plant versus animal patterns, Isabel Sanmartin and Fredrik 
Ronquist, 216-243 


Spalacidae, 534, 547 


534, 
Spalacinae, 533-535, 538, 542, 544, 546-547, 552 
Spalax, 534 


ehrenbergi, 552 


zemni, 552 
Sparassis, 891 
Sparrow, 166 

swamp, 119 

white-crowned, 119 
Spearman’s rank correlations, 762 
Speciation, 111-119, 278-298, 711-734, 758-766 
Species 

concepts, 841-855 

radiations, 120-127 

trees, 712 
Speleonectes tulumensis, 980-981, 983, 989 
Spenacodontidae, 618 
Sperling, Felix A. H., see Zakharov, Evgueni V., 193-215 
Spermestes, 148 

bic olor bic olor ie ] 53 

cucullatus, 141, 144, 153 

fringilloides, 152 
Spermophaga h. haematina, 152 
Sphaerodactylinae, 746-747, 753-754 
Sphaerodactylus, 746 

shrevei, 757 
Sphecodes, 310 

minor, 313 

ranunculi, 313 
Sphecodini, 310, 315, 319, 
Sphenacodon 

ferocior, 620 

ferox, 620 
Sphecodosoma pratti, 313 
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Sphenodon, 735, 744, 750-752 
punctatus, 757 
Sphenodontids, 739 
Spider crab, 989 
Spiders, 760, 988 
diplurid, 972 
Spinedace, 842-846, 852, 855 
Spinifornax, 225 
Spiny bony fish, 823, 825 
Spiny mice, 535, 540 
Sporopipes frontalis, 153 
Springtail, 989 
SPTBN1, 433, 435, 437-440, 443 
Squamata, 90, 225, 449, 735-757 
Squamates, 656 
Squared-change parsimony, 594, 599-600, 602, 614-615 
Squirrels, red, 434 
Sredinskya, 856 
Stagonopleura guttata, 152 
Stalotypa fairmairii, 405 
Staphylinidae, 223 
State (see character state) 
Stationarity, 638-643, 781-792 
Statistical phylogeography, 781-792 
Steel-blue whydah, 141, 144 
Steel, Mike, see Huson, Daniel H., 327-332 
Stefanovic, SaSa and Richard G. Olmstead, Testing the phylogenetic 
position of a parasitic plant (Cuscuta, Convolvulaceae, 
Asteridae): Bayesian inference and the parametric bootstrap on 
data drawn from three genomes, 384-399 
Stegaspidinae, 404 
Stegaspidini, 404 
Stegaspis fronditia, 404 
Stegocephalians, 594-595, 598, 600, 610-612, 614-615, 618-619 
Steiner tree, 644 
Stemminess, 809-814 
Stemonuraceae, 503 
Stenocerus crasicaudatus, 757 
Stenolepis, 465 
Stenotritidae, 309, 323 
Steppan, Scott J., Ronald M. Adkins, and Joel Anderson, Phylogeny 
and divergence—date estimates of rapid radiations in Muroid 
rodents based on multiple nuclear genes, 533-553 
Steudnera, 422-423, 430 
colocasiifolia, 425 
Stevenson, Angela L., see Carstens, Bryan C., 781-792 
Stictodepsa sp., 404 
Stictopelta, 417 
sp., 404 
Stilbe, 497 
Stimpsonia, 856 
Stinkhorns, 902 
Stirpis, 417 
Stizoptera bichenovii, 152 
Stochastic model, 47, 65 
Stonefly, 506 
Stramenopiles, 583, 587 
Stratigraphic consistence index, 252 
Straw-tailed whydah, 141, 144 
Strelitziaceae, 226, 232-233, 236 
Strepsiptera, 508 
Streptopelia, 94 
Strict consensus, 515 
tree, 5, 302, 366, 371-372, 374, 400, 715, 740, 846, 982-984, 989-990 
Strigiphilus, 166 
Sturnidae, 119 
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Strunidoecus, 171 

Sturnus vulgaris, 119, 166 
Stylisma patens, 399 
Stylommatophora, 225-226 


Stylonema alsidii, 593 


Styracaceae, 500, 502 


Subject trees, 6 


Sublysandra, 280, 298 
yraea, 285-286, 288, 298 
Suboptimal trees, 635 
Substitution 
model, 56, 193, 203, 386, 412, 564, 624, 628, 633, 721, 761, 793, 860, 
906, 953, 978-980, 983, 987 
rates, 193-215, 758-766, 801 
Substitutional saturation, 623-637 
Subtree pruning and regrafting (SPR), 301 
branch swapping, 395, 408 
Successive weighting analysis, 367, 370 
Sucking lice, 666 
Su icogaster, 154 
154 
Sullivan, Jack, see Carstens, Bryan C., 781-792 
Sumatran rabbit, 434 
Summer tanager, 117, 119 
Supermatrix, 342-355, 356-359, 434, 436, 438-440, 443 
molecular, 434, 444 
tree, 438, 444 
Supertree, 299-308, 3 
construction, 306 
phylogenetic, 516 
Swallowtail butterflies, 193-2 
Old World, 209 
owamp rabbit, 434 
Swamp sparrow, 119 
Swee waxbill, 141 
Swertia, 836-837 
Swertiinae, 836 


oY “uit, t 


Sycoryctinae, 131 
Sycoscapter, 131, 134, 136 
Sylviidae, 112 

lagus, 433-434, 436, 438-440, 442, 444-445 
iquaticus, 434, 440 

tbonii, 434, 440 

floridanus, 434, 438, 440 
nuttallti, 434, 439 
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obscurus, 434 
palustris, 434, 438, 440 
Symbionts, 95-96, 99, 103, 105 
Symbolic algebra software, 963-967 
Symmetric model, 908-909, 963, 955 
Sympatry, 726 
Symphyllophyton, 836 
Synapomorphy, 237, 465, 470, 534, 547-548, 664, 719, 975 
Synapsids, 598, 604, 608-612, 614, 618, 620, 815-816, 818-820 
Synergini, 50 
Synergus, 50-51, 56-57 
crassicornis, 50 
Syngonium, 426 
Synonymy, 829 
Synophromorpha, 56 
rubi, 50 
sylvestris, 50 
Synthetic trees, 342 
Systematics, 77, 353, 363-364, 433-447, 515, 534, 820, 822-823, 830, 835, 
976 
molecular, 384-399, 413, 566, 623, 653, 767 
phylogenetic, 816 
plant, 517-518, 835 
Systems of polynomial equations, 963-967 
Systma, Kenneth J., see Hipp, Andrew L., 81-89 
Systropha curvicornis, 313 
planidens, 313 
Szumik, Claudia A. and Pablo A. Goloboff, Areas of endemism: an 
improved optimality criterion, 968-978 


Tachiadenus, 835-836 
Tachycineta thalassina, 119 
Tachyoryctes, 538, 546 

splendens, 552 
Tachyoryctinae, 534 
Taenaris onolaus, 365 
Taeniatherum, 25, 29, 31, 34 

caput—medusae, 26 
Taenidia, 567 


Taeniopygia guttata, 152 
Tailed frog, 782, 790 
Tajima’s D, 781, 783, 786, 788-789 
Tajima—Nei model, 329 
Talipedini, 402-403 
Tamiasciurus, 437 
hudsonicus, 434 
Tamura—Nei model, 109-110 
Tanager, scarlet. 117, 119 
summer, 117, 119 
Taq polymerase, 191, 195, 246, 280, 695, 714, 737, 859, 915, 917 
Tardigrades, 665 
Tarphius, 760, 763, 766 
Tarentola boettgeri, 757 
Tatarian, 594, 598, 622 
Tatera robusta, 552-553 
Taurotragus, 478 
Taxon 
reshuffling, 602 
sampling, 123, 135, 178, 195, 221, 335, 351, 358, 364, 390-391, 417, 
431, 450, 500, 506, 508, 535, 546, 549, 598, 654, 694-695, 706, 711, 
736, 978, 980, 987 
Taxonomic 
characters, 391 
congruence, 987 
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Taxonomy, 112-113, 156, 159, 170, 466, 515, 666, 668, 695, 698, 703, 705, 
819, 832, 849, 851, 867 
cladistic, 706 
Linnean, 70 
phylogenetic, 77, 736, 815 
Taygetis laches, 365 
Tegosa claudina, 366 
Teiidae, 736 
Teiodea, 736, 740, 746-747, 757 
Teleostei, 225, 822-823, 832, 841 
Teline gomerae, 126 
nervosa, 126 
splendens, 126 
Tellervinae, 363, 365, 367, 369-370, 374-375 
Tellervo zoilus, 365 
Temenis laothoe, 366 
Temnospondyls, 598, 603, 618 
Templeton tests, 81-89, 537, 542, 670, 738, 746 
Tenebrionidae, 224 
Tephritid flies, 116 
Teporingo, Volcano rabbit, 434 
Teratoscincus, 746-747, 753-754 
przewalskti, 757 
Termites, 509 
Ternstroemiaceae, 500 
Terrapene, 944 
carolina, 947 
coahuila, 947 
nelsoni, 947 
Tersomius texensis, 619 
Tertiary, 220, 309, 323, 496, 500, 503, 595, 613-614, 777 
early-, 238, 503 
late-, 217, 238, 240 
mid-, 218, 238 
Testing nested phylogenetic and phylogeographic hypotheses in the 
Plethodon vandykei species group, Bryan C. Carstens, Angela L. 
Stevenson, Jeremiah D. Degenhardt, and Jack Sullivan, 781-792 
Testing the phylogenetic position of a parasitic plant (Cuscuta, 
Convolvulaceae, Asteridae): Bayesian inference and the 
parametric bootstrap on data drawn from three genomes, SaSa 
Stefanovic and Richard G. Olmstead, 384-399 
Tests 
chi-square, 409, 563, 739, 744-746 
convergence, 670 
Goldman-Cox, 485, 489, 491-492, 494 
Goodall F , 936 
incongruence length difference (ILD)(see also partition 
homogeneity), 81-89, 196, 199, 282-284, 311, 367, 436, 438, 440, 
451, 557, 561, 563, 715, 722, 727 
Kishino—Hasegawa, 81-89, 103, 249, 255-256, 285, 537, 542, 717, 739, 
930 
likelihood ratio (LRT), 20, 28, 65, 197-198, 200, 253, 274-275, 283, 
285, 312, 314, 387-388, 408-409, 427, 436, 438, 451, 453-454, 456, 
463-464, 485, 536-537, 564, 648, 669, 715, 723, 738,761-762, 
793-808, 860-862, 893 
Maddison and Slatkin, 158 
Mann-Whitney U, 6 
Monte Carlo, 938 
nonparametric, 6, 738, 930 
paired sign, 658 
parametric bootstrap, 393-395 
parametric, 6, 930 
partition homogeneity (see also incongruence length difference), 
81-89, 158, 196, 230, 284-285, 537 
permutation, 228-229 
permutation tail probability, 979-980, 987 
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randomization, 228-229 
RELL, 488-489 
Shimodaira—Hasegawa, 20, 81-89, 96, 103-104, 249, 255-257, 388, 
392-395, 488-489, 537, 670, 717, 722, 727, 739, 746, 771-772, 
775-776, 919, 930, 980, 983-984 
Templeton, 81-89, 285, 537, 542, 670, 738, 746 
T-PTP, 904 
Wilcoxon signed rank, 85, 347, 452, 458, 460, 464, 717, 722, 725, 727, 
738, 746, 762 
Testudines, 693-694 
Testudines, 343, 816-817 
Testudinidae, 948 
Testudinoidea, 933-948 
Testudmoidae, 934-935, 938, 945-946, 948 
Testudo graeca, 948 
hermannii, 948 
horsfieldii, 948 
kleinmanni, 948 
marginata, 948 
Tetraceratops insignis, 620 
Tetrachondra, 503 
Tetrachondraceae, 500, 502-503 
Tetraclita, 262 
japonica, 247 
squamosa, 247 
stalactifera, 247 
Tetraclitella, 262 
divisa, 247 
purpurascens, 247 
Tetraclitoidea, 244, 247, 251, 257-258, 263 
Tetralocularia pennellii, 399 
Tetrameristaceae, 502 
Tetraoninae, 870 
Tetrapodomorphs, 76 
Tetrapods, 68, 70-71, 74-80, 603-604, 608-609, 614, 815 
early, 594-622 
Tetrapollinia, 836 
Tetrapus, 130 
costaricanus, 130 
Teuchocercus, 465 
TG, 433, 435, 437-440, 443 
Theaceae, 500, 502 
Theodorides, Kosmas, see Pons, Joan, 554-570 
Theophrasta americana, 861 
Theophrastaceae, 856, 861 
Therapsids, 619 
Theriodontia, 815 
Theriophonum, 422-423, 428, 431 
dalzelii, 425 
Thermobia, 510 
Thermotoga, 488-490 
Thermus, 488-490 
aquaticus, 489 
rubber, 489 
Thinopyrum, 25, 33-34 
junceiforme, 33 
curvifolium, 33 
Thomasomyini, 547 
Thomisidae, 760, 763, 766 
Thoracian barnacles, 244 
Thoracica, 244—247,251-252, 255-256, 263-264 
Thoracosphaera, 585-586 
heimii, 584, 593 
Thorea violacea, 593 
Thorley, Jospeh L., see Wilkinson, Mark, 989-1002 
Thrasher, brown, 119 
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Thrinchostomini, 310, 315, 319, 323 
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119 


huja plicata 
THY, 433, 435, 437-440, 443 
Thysanoptera, 508 


119 


Tiaris bicolor, 11 
Ticks, 988 

liger beetles, 554, 566 
Tiger frogs, 568 
liliaceae 


thoreini, 365 
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ybacco budworm, 633 
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Togo paradise whydah, 141 
| 104 
Tolaniini, 404 
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isp 


] ssp 980, 982, 986, 989 
Tong, Hariyan Claude, Julien, 933-949 


Tortoise, 934 


154-156, 158 
Tournaislan, 622 
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Toucans, 94 61 
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Molecular phylogenetics of squamata: the position of snakes 


Townsenc Allan Larson, Edward Louis, and J. Robert Macey, 


amphisbaenians 


and dibamids, and the root of the squamate 


tree, 735-757 


IP, 842-844 


I-PTP test, 904 
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ta 947 
1, 947 
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Trac 31 
Tracing the decay of the 
Simon Y. W. Ho 


1s, 478 


historical signal in biological sequence data, 
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and Lars S. Jermiin, 623-637 


NIC 6 
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3 5, 678-679, 683 


(TI:TV) ratio, 412 


67 


Trait evolution, 67 


[Transition transversion 
721, 761, 786, 797 


[raveling salesman problem, 685-692 
Tree-bisection-reconnection (TBR), 301 
123, 157, 181, 197 302, 


302 


rs 


branch-swapping, 52, 97, , 229, 248, 282-283, 
387-388, 408, 426, 436, 451, 536, 556, 584, 696, 7 


844, 860-861, 


367, 


784, 801 


a 
900 


892, 918, 951-952, 975 


Ireehoppers, 400-421 

Tree of Life, 76, 336, 358, 653, 664, 814, 835, 1003 

[rees, 
Adams, 5 
Bayesian, 158, 182-183, 189, 417, 561, 564, 982-983 

Bayesian inference, 285-286, 289 

bifurcating, 644, 686, 688, 799 

binary, 301, 624-625, 994 

candidate, 249 


combined analysis, 367 
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combined data, 84 
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_ 
253, 


consensus, 5-6, 56, 181, 200, 249, 267, 283-284, 315, 427, 516, 
677, 679, 698, 719, 

data, 719 

DNA, 6 

equally-parsimonious, 158, 282, 400, 410, 428, 443, 530, 673, 718, 
844, 867, 975 

equiprobable, 600 


05 
4h 


evolutionary, 427, 516, 665, 963 
gene, 25, 288, 349, 445, 549 
genealogical, 


774 


genetic, / 
host, 115, 157, 170, 666 

Jukes—Cantor, 584 

likelihood, 157, 412, 510 

linearized, 548 

majority rule, 5-6 

majority rule consensus, 366, 371, 374, 409, 771 
28-29, 87, 99-100, 158, 160, 
393-394, 408, 465, 489, 536, 
801, 887, 952, 955, 960, 
maximum parsimony, 28, 39-42, 45, 197, 199-200, 
390, 536, 739, 919, 1004 


199-200, 
584, 586, 
982-983, 


2 6, 
769, 
986 
88, 


197, 


538, 


maximum likelihood, 
255, 312, 315, 387, 


777, 786, 788, 794, 


S/d, 


963, 980, 


284-285, 289, 3 
minimal spanning, 687, 689-691 

minimum evolution, 20 

model, 388 

molecular, 65, 86-87, 253, 658, 663, 774 
monophyletic, 775 

morphological, 57, 86-87, 253, 658, 663, 831 

8 


most-parsimonius, 82, 85, 87, 124, 144, 158, 366, 387, 427, 452, 530, 


772, 846, 918 
neighbor-joining, 44, 584, 640, 738, 801, 844, 980-983 
optimal, 85, 88, 388, 391, 395, 453, 464, 537, 543 

parasite, 143, 145, 149-150, 157, 159, 666 

parsimony, 158, 182-183, 189, 302, 410, 412, 510, 561, 723, 733 


parsimony bootstrap, 158 


phylogenetic, 20, 112-113, 115, 123, 
434, 448, 469, 496, 516, 572-574, 623, 633, 635, 638-639, 673-674, 
676, 678, 685, 7 
249, 302, 408, 413, 427, 490, 601-602, 611, 738 
randomized, 115 

rooted, 989 

semi-strict, 5-6 

shape, 809-814 

Steiner, 644 


5 


157-158, 229, 237, 300, 306, 328, 


75, 789, 809, 835, 892, 905-906, 963, 987, 989, 1005 


random, 228, 


strict 

strict consensus, 302, 366, 371-372, 374, 400, 740, 846, 929, 982-984, 
989-990 

subject, 6 

suboptimal, 635 

342 

301, 625, 907, 1005 


964 


synthetic, 
unrooted, 
weighted, 
X-, 1004 
Yule, 811-812 
Tree fitter, 111-119 
Trees versus characters and the supertree /supermatrix “paradox,” 
Olaf R. P. Bininda-Emonds, 356-369 
Trembler, 119 
Trends in morphological evolution in homobasidiomycetes inferred 
using maximum likelihood: a comparison of binary and 
multistate approaches, David S. Hibbett, 889-904 
Tretioscincus, 465 
agilis, 469 
oriximinensis, 469 


Triassic, 218, 595 
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Tribeles, 497 

Tricentrini, 404 

Tricentrus sp., 404 

Trichodectidae, 166 

Tricholepidion, 510 

[richoptera, 223 

Trimerorachis insignis, 619 

Trinarea, 403 

Trionychia, 694 

Trionychidae, 693-710 

Trionychinae, 694, 698, 700, 

Trionychine, 695 

Trionychini, 695, 697, 700, 703 

Trionychoidae, 694 

Trionyx, 695, 697, 700, 703, 706 
triunguis, 695, 700, 704-705 

Triops longicaudatus, 989 

Triplet score, 302, 304-306 

Tritropidia, 402-403, 412, 417 
Sp., 406 


tRNA, 19, 21, 27, 29, 123, 142, 199, 347, 407, 409, 464, 696-697, 737, 


740, 914, 950 
trnF-trnL, 497 
tRNA-leu, 282, 400, 402, 408-410, 412-413 
trnL, 422, 425-426, 428, 835, 950 
trnL—-trnF, 25-27, 188-189, 384-387, 389-390, 399, 422, 425, 428 856, 
858-860, 862, 864, 874-876 
trnT, 25-27, 188-189, 497 
trnV, 497 
Trochophores, 665 
Trochozoa, 665 
Troglodytidae, 113 
Trogonophidae, 746,749, 753 
Trogonophis wiegmanni, 757 
Trogoniformes, 170 
Trogonoptera, 211 
Trogons, 170 
Troides, 211 
Troidini, 203, 207, 209-211 
Troilides, 203 
Trout, rainbow, 629 
Irychoptera, 223 
[rypetesa lampas, 249 
[Seajaia campi, 620 
Tuatara, 654, 817 
Tuditanus punctatus, 620 
Tuffley—Steel model, 645, 647-648, 650-652 
Tufted titmouse, 119 
Tupinambus, 449 
quadrilineatus, 462, 469, 757 
Turdidae, 112-113, 119 
Turdus migratorius, 119 
Turonian, 504 
late-, 499-500 
Turtles, 76, 90, 343, 656, 744, 750, 933-935, 943-945 
bog, 934 
flap-shelled, 694, 705 
freshwater, 703 
pig-nosed, 694 
softshell, 694-695, 699-700, 702-708 
Twinspot, brown, 141 
dybowski, 141 
Peters’, 141 
rosy, 141 
Two-parameter model, 521, 524, 526 
Tylocentrus reticulates, 404 


Tylomyinae, 535, 540, 542, 544, 546-547, 552-553 
Tylomys nudicaudus, 552-553 
Tylopelta, 412-413 
sp., 406 
Type I error, 82, 84, 267, 269, 274, 395, 449, 905 
Type II error, 82, 267, 269, 274, 449 
Typhlosaurus gariepensis, 757 
lomii, 757 
Typhonodoreae, 423 
Typhonodorum, 423, 426, 430 
lindleyanum, 425 
Typhonium, 422-423, 426, 428, 430-431 
albidinervum, 425 
giganteum, 425 
hirsutum, 425 
horsfieldii, 425 
trilobatum, 425 


Ufimian, 622 
Umbonia, ataliba, 405 
crassicornis, 405 
reducta, 405 
spinosa, 405 
Uncaria, 190 
africana, 179 
elliptica, 189 
guianensis, 179 
Uninformative characters, 715 
Unraveling the evolutionary radiation of the Thoracian barnacles 
using molecular and morphological evidence: a comparison of 
several divergence time estimation approaches, Marcos 
Pérez—Losada, Jens T. Hoeg, and Keith A. Crandall, 244-264 
Unrooted tree, 301, 625, 907 
Untangling coevolutionary history, Kevin P. Johnson and Dale H. 
Clayton, 92-94 
Unweighted pair group analysis, 968, 975 
Uracentron flaviceps, 757 
Uraeginthus, 144, 149 
angolensis, 152 
bengalus, 152 
cyanocephalus, 152 
Urocordylus wandesfordii, 619 
Urohalictus, 310 
Uromastyx acanthinurus, 757 
iegyptra, 757 
Uromys, 547 
Uroptychus, 767, 769, 772 
nitidus, 780 
parvulus, 780 
Urostigma, 130, 132 
prasinicarpa, 130 
superba, 130 
Using exon and intron sequences of the gene Mp20 to resolve basal 
relationships in Cicindela (Coleoptera: Cicindelidae), Joan 
Pons, Timothy G. Barraclough, Kosmas Theodorides, Anabela 
Cardoso, and Alfried P. Vogler, 554-570 


Vacciniina, 280, 298 
fergana, 282, 286, 298 
Valeriana, 497 
Vanessa amerindica, 208 
indica, 208 
Vanessa myrinna, 366 
Vangas, 760, 763, 766 
van Vuuren, Bettine Jansen, see Matthee, Conrad A., 433-447 
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Vanzosaura, 465 
rubricauda, 469 
Varanidae, 736, 745, 753 
Varanodon, 598 
agilis, 620 


5 7 


m2 
96, /DS 


Varanoidea, 7 
Varanopid, 598, 618 
Varanops brevirostris, 620 
Varanosaurus acutirostris, 620 


Varanus, 736, 746 


Variance—covariance, 936 
Vascular plants, 517 
Vegetative characters, 385 
Verruca, 246, 253, 262 
igleri, 247 
mia, 247 
Verrucomorpha, 244-245, 247-248, 250-253, 255-256 


Vertebrate, 68, 70-71, 74-75, 77-80, 599, 762, 979, 989 
phylogenetics, 693 
Vespidae, 108, 223 
Vicariance, 18-24, 219, 229, 237, 240, 788, 790 
biogeography, 208 
Vicariant history, 216—243 
Vidua, 140-146, 148, 150 
camerunensis, 141, 148, 153 
chalybeata, 141, 149, 15 
mdringtoni, 141, 148, 1 
heri, 141, 144-145, 148-150, 153 
141, 153 
rina, 141, 144-145, 149, 153 
141-142, 153 
a, 141, 153 
141, 144-145, 148, 150, 153 
I 141, 153 
rigeriae, 141, 148, 153 
btuse, 141, 153 


2 
> 
=3 


4 


regia, 141, 144-145, 148-150, 153 
togoensis, 141-142, 153 
ilsoni, 141, 153 
Viduidae, 140-153 
Vignes-Lebbe, Régine, see Dettai, Agnes, 822-834 
Village indigobird, 141 
Villosae, 870 
Vindula erota, 366 
Violet-eared waxbill, 141 
Violet-green swallow, 119 
Vireo, black-whiskered, 119 
blue-headed, 119 
red-eyed, 117, 119 
white-eyed, 119 
Vireo altiloquus, 119 
griseus, 119 
olivaceus, 117, 119 
solitarius, 119 
Vireonidae, 113, 119 
Viscaria, 925, 929 
vulgaris, 916, 925 
Visean, 598, 603-604, 622 
Vitaliana, 856-876 
primuliflora, 876 


SYSTEMATIC BIOLOGY 


258, 263 


VOL. 53 


Viverravids, 615 

Vogler, Alfried P., see Pons, Joan, 554-570 

Voles, 534, 540 

Volobouev, Vitaly, see Dobigny, Gauthier, 470-484 
vWF, 535, 547-549 


Waikalasma, 264 
Walking sticks, 510 
Warbler, blackpoll, 119 
chestnut-sided, 119 
Kentucky, 117, 119 
magnolia, 119 
myrtle, old world, 142 119 
yellow-throated, 119 
worm-eating, 119 
Wasps, 131-132, 136 
agaonine, 128 
fig-pollinating, 193, 207 
gall, 47-67 
Waters, jonathan M. and Michael S. Roy, Out of Africa: the slow train 
to Australasia, 18-24 
Waterstoniella, 130 
brevigena, 130 
Water vole, 790 
Water striders, 207 
Waxbill, black-faced, 141 
black-rumped, 141 
common, 141 
fawn-breasted, 141 
orange-cheeked, 141 
pink black-faced, 141 
red-rumped, 141 
swee, 141 
violet-eared, 141 
Waxy, 914 
Weckstein, Jason D., Biogeography explains cophylogenetic patterns 
in toucan chewing lice, 154-164 
Weeded parsimony, 697, 708 
Weevils, 712 
Weiblen, George D., Correlated evolution in fig pollination, 128-139 
Weighted, 
analysis, 370 
neighbor joining, 631-634 
parsimony analysis, 20, 708, 989 
trees, 964 
Wernegreen, Jennifer J. see Degnan, Patrick H., 95-110 
Western bluebird, 113, 119 
Western hemlock, 781 
Western red cedar, 781 
Westlothiana, 598, 603-604, 608-612, 614, 616 
lizziae, 619 
West wind drift, 216—243 
White-crowned sparrow, 119 
White-eyed vireo, 119 
White-tailed jackrabbit, 434 
Whole arm reciprocal tanslocations (WARTS), 474 
Whydah broad-tailed paradise, 141 
exclamatory paradise, 141 
paradise, 141, 145, 150 
Sahel paradise, 141 
Togo paradise, 141 
Wiebesia, 130 
brusi, 130 
frustrata, 130 
punctuate, 130 





2004 


Wiens, John J., Role of morphological data in phylogeny 
reconstruction, 653-661 
Wigglesworthia, 96, 105 
brevipalpis, 97, 100 
Wilcoxon signed rank test, 85, 347, 452, 458, 460, 464, 717, 722, 725, 
727, 738, 746, 762 
Wilkinson, Mark, James A. Cotton, and Jospeh L. Thorley, Information 
content of trees and their matrix representations, 989-1002 
Williams—Humphries fractional weighting (WHFW), 989, 997-999 
Wilsonia 
backhousei, 390, 399 
citrina, 117, 119, 399 
Winged insects, 510 
Wingless (gene), 309-315, 319, 323, 363, 400, 402, 407, 409-410, 412-413 
Wing lice, 92, 94 
Winteraceae, 177, 190, 226, 233 
Wisniewski, E.,see Kirchoff, B. K., 1-17 
Wolbachia, 105, 111 
Woodpeckers, 154, 170 
Wood rats, 534 
Wood, Thomas K., see Lin, Chung-Ping, 400-421 
Wood thrush, 119 
Woody host plants, 49 
Woolfit, Megan, see Bromham, Lindell, 758-766 
Worm-eating warbler, 119 
Worms, 111, 940, 944 
beard, 664 


Xanthine, 491 
Xanthosoma, 423, 426 

sagittifolium, 425 
Xantusia vigilis, 757 
Xantusiidae, 736, 744-747, 749, 754, 757 
Xdh, 491-492, 494 
Xenopus, 450 

laevis, 786 
Xenosauridae, 736 
Xenosaurus, 736, 746, 753 
grandis, 757 


Xenothyrini, 223, 233 
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Xeralictus bicuspidariae, 313 
timberlakei, 313 

Xestaea, 836 

Xestophanes, 56, 66 
potentillae, 50 

Xiphosura, 988 

X-trees, 1004 


Yellow-breasted chat, 119 
Yellow-throated warbler, 119 
Yellow-winged pytilia, 141 
Yohimbe, 178 
Yuan, Yong-Ming and Jason R. Grant, Gentianaceae: systematics and 
natural history, (rev.), 835-838 
Yule 
model, 600, 811, 990 
tree, 811-812 


Zakharov, Evgueni V., Michael S. Caterino, and Felix A. H. Sperling, 
Molecular phylogeny, historical biogeography, and divergence 


time estimates for swallowtail butterflies of the genus Papilio 
(Lepidoptera: Papilionidae), 193-215 

Zapus, hudsonius, 552 

princep: 

Zaretis itys strigosa, 365 

Zatrachys serratus, 619 

Zea, 188 

Zebrafish, 979, 989 

Zelicaon, 199 

Zetherini, 365 

Zhang, Li-Bing, see Renner, Susanne S., 422-432 

Zingiberales, 226 

Zonaeginthus, 142 

Zonotrichia leucophrys, 119 

Zoraptera, 506, 508, 512 

Zwickl, Derrick J. and Mark T. Holder, Model parameterization, prior 
distributions, and the general time reversible model in 
Bayesian phylogenetics, 877-889 

Zygoptera, 510 














